Table 


# DNA Voucher 

1 NVG-17107E02 

2 NVG-17066B08 

3 ll-BOA-13383BrockC10 

4 NVG-700 

5 NVG-7635 

6 NVG-17066D09 

7 NVG-17066E05 

8 NVG-17066D06 

9 NVG-4514 

10 NVG-18048C11 

11 NVG-17066F02 

12 NVG-154 

13 NVG-17114H01 

14 NVG-8217 

15 NVG-18045F11 

16 NVG-5245 

17 NVG-11912 

18 NVG-11914 

19 NVG-18045F01 

20 NVG-18045F03 

21 NVG-18053H01 

22 NVG-18045F09 

23 NVG-18045F10 

24 NVG-19011F11 

25 NVG-18045C06 

26 NVG-18045C12 

27 NVG-18045D03 

28 NVG-18054D07 

29 NVG-18044D03 

30 NVG-18044G07 

31 NVG-18044D05 

32 NVG-18044D09 

33 NVG-18044D12 

34 NVG-18045A06 

35 NVG-18045B01 

36 NVG-18045B08 

37 NVG-18045H04 

38 NVG-18044H06 

39 NVG-18044C08 

40 NVG-18045G07 

41 NVG-18044F08 

42 NVG-18045A03 

43 NVG-17066E09 

44 NVG-18044G04 

45 NVG-18045E01 

46 NVG-18048A06 

47 NVG-18045E06 

48 NVG-18045D09 

49 NVG-18045B06 

50 NVG-18044C10 

51 NVG-18044B05 

52 NVG-18044C06 

53 NVG-18044B02 

54 NVG-18044C02 

55 NVG-18044C01 

56 NVG-18044B12 

57 NVG-18052C08 

58 NVG-18086H05 

59 NVG-18044C04 

60 NVG-18044D02 

61 NVG-18044F11 

62 NVG-18044F01 

63 NVG-18045H06 

64 NVG-18086H09 

65 NVG-18054D09 

66 NVG-18053H05 
NVG-5254 
NVG-4026 
NVG-5148 

NVG-10595 
NVG-3562 

72 NVG-18072D06 

73 NVG-18072F07 

74 NVG-18072F09 

75 NVG-18072F03 

76 NVG-15028B02 

77 NVG-18054E03 

78 NVG-18072G02 

79 NVG-18072E02 

80 NVG-18072F02 

81 NVG-18072G01 

82 NVG-18086H06 

83 NVG-18052H02 

84 NVG-18072E09 

85 NVG-18048D12 

86 NVG-18072D09 

87 NVG-7279 

88 NVG-7280 

89 NVG-18071F12 

90 NVG-7266 


67 

68 

69 

70 

71 


Taxon name 

Apodemia (Apodemia) mormo 
Apodemia (Apodemia) virgulti 
Apodemia (Apodemia) mejicanus 
Apodemia (Apodemia) duryi 
Apodemia (Apodemia) multiplaga 
Apodemia (Plesioarida) palmerii 
Apodemia (Plesioarida) hepburni 
Apodemia (Plesioarida) murphyi 
Apodemia (Plesioarida) walkeri 
Apodemia (Plesioarida) hypoglauca 
Apodemia (Neoapodemia) nais 
Apodemia (Neoapodemia) chisosensis 
Apodemia (Neoapodemia) ares 
Apodemia (Neoapodemia) zela 
Apodemia (Neoapodemia) arnacis 
Curvie emesia 
Curvie emesia 
Curvie emesia 
Curvie emesia 
Curvie emesia 
Curvie emesia 
Curvie emesia 
Curvie emesia 
Curvie emesia 
Emesis (Emesis) cereus 
Emesis (Emesis) neemias 
Emesis (Emesis) orichalceus 
Emesis (Emesis) aerigera 
Emesis (Emesis) lacrines 
Emesis (Emesis) fatimella nobilata 
Emesis (Mandania) furor 
Emesis (Mandania) mandana 
Emesis (Mandania) russula 
Emesis (Tenedia) melancholica 
Emesis (Tenedia) ocypore 
Emesis (Tenedia) angularis 
Emesis (Tenedia) heterochroa 
Emesis (Tenedia) tenedia 
Emesis (Tenedia) saturata 
Emesis (Tenedia) cypria 
Emesis (Tenedia) tegula 
Emesis (Tenedia) lupina 
Emesis (Tenedia) phyciodoides 
Emesis (Poeasia) poeas 
Emesis (Brimia) brimo 
Emesis (Brimia) brimo vimena 
Emesis (Brimia) progne 
Emesis (Brimia) temesa emesina 
Emesis (Brimia) satema 
Emesis (Aphacitis) liodes 
Emesis (Aphacitis) aurimna 
Emesis (Aphacitis) glaucescens 
Emesis (Aphacitis) lucinda 
Emesis (Aphacitis) fastidiosa 
Emesis (Aphacitis) condigna 
Emesis (Aphacitis) castigata 
Emesis (Aphacitis) opaca 
Emesis (Aphacitis) opaca (=diringeri) 
Emesis (Aphacitis) eurydice 
Emesis (Aphacitis) spreta 
Emesis (Aphacitis) vulpina 
Emesis (Aphacitis) diogenia 
Emesis (Aphacitis) heteroclita 
Emesis (Aphacitis) heteroclita adelpha 
Xanthosa xanthosa 
Sertania guttata guttata 
Calephelis perditalis 
Lasaia sula peninsularis 
Melanis pixe pixe 
Baeotis zonata zonata 
Caria ino melicerta 
Calydna sturnula 
Sarota myrtea 
Symmachia rubina 
Pachythone gigas 
Stalachtis halloweeni 
Zabuella tenellus 
Thisbe lycorias 
Calospila argenissa 
Nymphidium onaeum 
Theope publius 
Befrostia lalannei 
Befrostia elegia 
Mesosemia grandis 
Dianesia carteri 
Eurybia lycisca DHJ01 
E use Iasi a chrysippe 
Styx infernalis 
Abisara bifasciata 
Curetis bulis 


SI. Data for 89 sequenced Riodinidae specimens and an outgroup 

e Type Sex Locality, date, collectors 


Type Sex 

M 
M 
F 
M 
F 


I F 
M 
TT 
TT 

ST F 


ST M 
HT M 


ST 

ST 

ST 


HT M 
ST M 


Locality, date, collectors 

USA: WA, Kittitas Co., 25-Aug-1990 

USA: CA, Los Angeles Co., Lake Hughes Rd., E Lake Castak, 7-Oct-2007, Ken Davenport 

USA: AZ, Santa Cruz Co., Peck Canyon, 22-Jul-1990, Jim P. Brock 

USA: TX, Brewster Co., Big Bend National Park, Persimmon Gap, 10-0ct-2009, Nick V. Grishin 

USA: TX, Cameron Co., Brownsville, USH281 at railroad crossing, 24-Oct-1974, W. W. & N. McGuire 

USA: CA, San Bernardino Co., Needles, 2-May-1995, Ken Davenport 
Mexico: Sonora, Rio Sonora Route, vie. Babuiquira, 10-Mar-2003, P. A. Opler 

Mexico: Baja California Sur, Bahia Concepcion, Playa Santispac, 26-Mar-7-Apr-2004, Erik B. Runquist 

USA: TX, Hidalgo Co, 1.5 air mi SE of Relampago, 26.0682, -97.8912,16-Aug-2015, Qian Cong & Nick V. Grishin 

Costa Rica: Guanacaste Prov., 8 km NW Bagaces, 100 m, 28-May-1973, Paul A. Opler 
USA: AZ, Yavapai Co., Prescott, 9-Jul-1993, Ken Davenport 

USA: TX, Brewster Co., Big Bend National Park, Chisos Basin, 2-May-2004, Nick V. Grishin 
USA: NM, Hidalgo Co., Animas Mountains, 4776', 31.7184, -108.8193, 21-Jul-1991, R.W. Holland 
USA: AZ, Santa Cruz Co., Coronado N.F., Santa Rita Mts., 25-Mar-2017, Jing Zhang, Qian Cong & Nick V. Grishin 

Mexico: Oaxaca, 28-29-Jul-1990 

USA: TX, Hidalgo Co, Los Ebanos, 26.2426, -98.5612, 25-Nov-2015, Nick V. Grishin 
Mexico: Nuevo Leon, Cola de Caballo, 23-Oct-1979, Roy O. Kendall & C. A. Kendall 
Mexico: Tamaulipas, nr. El Abra, Paso del Abra, 16-Feb-1974, Roy 0. Kendall & C. A. Kendall 
Mexico: Morelos, Aug-1979 
Mexico: Yucatan, 15-Aug-1960 
no data, around 1900, Coll. H. Stichel 

Costa Rica: ACG, Sector Santa Rosa, 270 m, 10.8170, -85.6437, eel. ll-Aug-2004 

Costa Rica: ACG, Sector Santa Rosa, 270 m, 10.8170, -85.6437, eel. 20-Aug-2004 

Mexico: Oaxaca, around 1990, J. Kemner 

Brazil: Rondonia, 14-25-Nov-1993 

Brazil: Parana, 19-Mar-1991 

Bolivia, 12-19-Apr-2003 

Brazil: Sao Paulo, Casa Branca, 1890, Garbe 

Costa Rica: ACG, Sector Pitilla, 660 m, 10.9928, -85.4294, eel. 02-Sep-2011 
Panama, 31-Jan-1984 

Costa Rica: ACG, Sector Mundo Nuevo, 570 m, 10.7586, -85.3727, eel. 03-May-2008 

Guyana, 21-Feb-10-Mar-1999 

Brazil: Parana, 19-Mar-1991 

Brazil: Rio de Janeiro, 17-Dec-1996 

Peru, 26-Oct-2013 

Peru, 10-Nov-2008 

Peru, 9-10-Nov-2008 

Costa Rica: ACG, Sector Cacao, 1150 m, 10.9592, -85.4682, eel. 06-0ct-2010 
Mexico: Oaxaca, 20-Jul-1990 
Venezuela:, 13-Jun-1985 

Costa Rica: ACG, Sector El Hacha, 290 m, 11.0322, -85.5278, eel. 09-Feb-2012 
Costa Rica, 17-Aug-1977 

Mexico: Sonora, Pilares, Route 16, km. 301,15-Sep-2010, Mark Walker 
Mexico: Sonora, 23-Sep-1987 

Costa Rica: ACG, Sector San Cristobal, 527 m, 10.9305, -85.3722, eel. 16-Sep-2008 
Guatemala, prior to 1928 
Bolivia, 12-19-Apr-2003 
Peru, 7-Nov-2012 

Brazil: Santa Catarina, 28-Oct-1967 
Mexico: San Luis Potosi, 27-Jun-1983 

Costa Rica: ACG, Sector Cacao, 1220 m, 10.9292, -85.4643, eel. 01-Jun-2005 

Panama, 4-Sep-1982 

Guyana, 31-Oct-10-Nov-2000 

Brazil: Rio de Janeiro, 27-Oct-1995 

Brazil: Rondonia, 16-Oct-1991 

Peru, 29-Apr-2015 

French Guiana: Arouany, 22-Aug-1884 
French Guiana: Saul, 3-Feb-2003 
Ecuador, 7-Sep-1999 
Guyana, 2-25-Apr-1999 
Mexico: Yucatan, 15-Aug-1960 
Peru, 30-0ct-2016 
Peru, 10-Oct-1991 

Bolivia: Rio Songo, 750 m, prior to 1924, Coll. Fassl 
no data, prior to 1910, Coll. Staudinger 
Argentina: Mendosa, prior to 1910, Coll. H. Stichel 

USA: TX, Cameron Co, E of Brownsville, Palmetto Hill Rd, 27-Nov-2015, Qian Cong & Nick V. Grishin 
USA: TX, Cameron Co, Encantada-Ranchito El Calaboz, 26.0211, -97.6167,12-Jul-2015, Nick V. Grishin 
USA: TX, Hidalgo Co, Penitas, 26.2262, -98.4361,15-Nov-2015, Qian Cong & Nick V. Grishin 
Mexico: San Luis Potosi, 5-Feb-1980 

USA: TX, Cameron Co, Longoria WMA, 26.3212, -97.8229,13-Jun-2015, Qian Cong & Nick V. Grishin 

Costa Rica: ACG, Sector El Hacha, 195 m, 11.0501, -85.5866, eel. 22-Jan-2012 
Costa Rica: ACG, Brasilia, 340 m, 11.0162, -85.3590, eel. 09-Nov-2013 
Costa Rica: ACG, Brasilia, 320 m, 11.0123, -85.3493, eel. 10-Sep-2012 
Costa Rica: ACG, Sector El Hacha, 290 m, 11.0323, -85.5278, eel. 24-Feb-2014 
Venezuela: Bolivar, Ptari Tepui, Punto Phelps, 1750 m, 30-Jan-2011, M. Costa 
Argentina: Cosquin, around 1900, Coll. H. Stichel 
Costa Rica: Area de Conservacion Guanacaste (ACG), 2006 
Costa Rica: Area de Conservacion Guanacaste (ACG), 2006 

Costa Rica: ACG, Sector Pitilla, Medrano, 380 m, 11.0160, -85.3805, eel. 12-Sep-2012 
Costa Rica: ACG, Sector Mundo Nuevo, 325 m, 10.7674, -85.4331, eel. 24-Oct-2013 
French Guiana: Route de Kaw, 10-Jan-2004 
Brazil: Rio de Janeiro, prior to 1929 

Costa Rica: ACG, Sector Cacao, 1185 m, 10.9271, -85.4668, eel. 22-Mar-2012 

Bahamas: N. Andros Island, Stafford Creek, D. J. Harvey, 28-May-1978 

Costa Rica: ACG, Sector Rincon Rain Forest, 461 m, 10.9408, -85.3177, eel. 23-Nov-2013 

Costa Rica: ACG, Sector Pitilla, 475 m, 10.9910, -85.3954, eel. 17-Sep-2011 

Peru: Cuzco, San Pedro Lodge, Cosnipata Road, 1450 m, ll-Feb-2011, S. Kinyon 

Myanmar, 18-Sep-2001 

Myanmar: S. Shan State, Min Taing Bin, Ywangan, 31-May-2002, S. Kinyon 


Collection 

Collection No. 

BMUW 



CSUC 

CSU-CPG-LEP001149 


JimPBrock 




TAMU 


CSUC 



CSUC 



CSUC 

CSU-CPG-LEP001455 





USNM 



CSUC 




CSUC 


i 



USNM 






TAMU 



TAMU 


USNM 


USNM 



ZMHB 

1734 


USNM 

04-SRNP-13558 


USNM 

04-SRNP-13566 


TMMC 

Kemner #1939 

USNM 


USNM 


USNM 



ZMHB 



USNM 

ll-SRNP-32138 

USNM 


USNM 

08-SRNP-55836 

USNM 



USNM 



USNM 



USNM 


USNM 


USNM 


USNM 

10-SRNP-36120 

USNM 


USNM 



USNM 

12-SRNP-20247 


USNM 



CSUC 



USNM 


USNM 

08-SRN P-4944 


USNM 



USNM 


USNM 



USNM 



USNM 


USNM 

05-SRNP-35299 

USNM 


USNM 



USNM 



USNM 



USNM 



ZMHB 

3254 

MNHP 

EL63244 

USNM 


USNM 


USNM 



USNM 



USNM 


MNHP 

EL63248 

ZMHB 


ZMHB 

3561 











TAMU 




USNM 

12-SRNP-20114 

USNM 

13-SRNP-65644 

USNM 

12-SRNP-65567 

USNM 

14-SRNP-20157 

<\ndrewNeild 

ZMHB 

940 

USNM 

06-SRNP-103224 

USNM 

06-SRNP-100631 


USNM 

12-SRNP-72062 


USNM 

13-SRNP-56683 


MNHP 

EL63245 


ZMHB 

3898 

USNM 

12-SRNP-35041 

USNM 

USNMENT 01466534 

USNM 

13-SRNP-80502 

USNM 

ll-SRNP-71970 

USNM 


USNM 


USNM 




Diagnostic nucleotide characters mapped to the reference genome of Calephelis 
nemesis 

Sequences of nuclear exons with diagnostic characters for the new genera and subgenera are given. The 
position used as a character state is highlighted in green. Base pair in this position is the one present in 
the C. nemesis reference genome, and may not correspond to the actual base pair in genera and 
subgenera being diagnosed. A reference sequence for the COI barcode region is given at the end. Many 
positions of the barcode are used as characters, positions are numbered according to this sequence. 

Curvie: 

>cnel828.1.1:A1826T | Cadherin-related tumor suppressor 

ATGGGGCGGTGGCACGTGGTGCTAGTCGCGCTGGCGCTGTTTACCGGCGCGGGCGCTGGCGCCGCCGCCGAACAGAT 
GCAGTCTCGTGCTGTGGACACAGGCGTTGACCTCCGAATACCTGAAGCCCAACCTATTGGAACTGTTGTCGGACGGA 
TTCCTATCAAACCTGGTTATACATATCGTTTCAATGAACCACCGAAGGAATTTGTACTTGATCCCGTGTCTGGGGAA 
ATCAAGACAAATATTGTACTAGATCGGGAGAACGTGGATAGATATGCATTTGTCGTACTTTCAAGTCAACCGACTTA 
TCCAATAGAAGTACGTATACGTGTGATGGACGTTAATGATAATTATCCTGAATTCCCAGAACCAAGCATAGCGGTAC 
CTTTTTCTGAAAGTGCGGCATCTGGGACTAAGCTATTGTTAGATGCGGCTACTGATAAAGATCTGGGAGAAAATGGT 
ATCACTAACGATTATCGAATAGTGGATGGGGATGATGAAGGTAAATTTCGCTTAAATGTTACTGTGAATCCAAGCGG 
TCAAACTTCCTATTTATATTTAGAAACTACAGGTAAACTAGATAGGGAAACTAATGACTTTTACGTTTTAAATATAT 
CTGCACGTGATGGTGGAAATCCACCAAAATATGGATATTTGCAAGTTAATGTGTCAATATTAGATGTGAACGATAAT 
CCTCCAATATTTGATCAGAGTGATTTCTCAGTTTCTTTAAATGAGAGTGTACCTCCTGGAACTACAGTTCTAAAAGT 
AAC T GCAAC T GACAGT GAT T TAGGT GAGAATAGCAAAAT TACATAC GAGGT TAC T GATAC T GAAAAACAGT TTGCAG 
TGGACCCAGAATCAGGTGTTATTACTACAATAAAAAAATTGAATTGCCCAAAATACTGTAGTAATACAACGTGTAAT 
ATGACTTGTGTTTTGACAATTATTGCAAAAGATCATGGTGTACCAAGACAAGATGCTAGAACATATGTAACCGTTAA 
T C T AAT AGAT GC AAAT G AT C AC G AT C CC AT AAT AAC AT T T AC T T AC G T AC C T CC AAC AGC C AAT T T T GC GAC AGT T G 
ATGAAAATGCCAAAAATGGCTCATTAGTTGCAGCTATAACTGTAACGGACCTGGATGCTGGACTCAATGGCATCACT 
AGTGTTAGTATAATTGCTGGGAATGAAAACAACCACTTTCGATTGGAAAATTCAAGTAGCGTCTATATCGTACACGT 
C AAC GGT AT T T T AGAT AGAGAAG AAAT C AGC AAAT AT AAC T T GAC T G T T GT AGC T AC AGAT AGGGGAAT ACC AC C T C 
GTACGTCTACTGCATTTTTAGTGATACACGTCAATGATGTTAATGACCATGAACCTGTTTTTGAAAAATCTGAATAT 
TCTACTATTTTAAGTGAACTCGCACCATCCGGCACATACGTTGCTGGTATAACTGCTACAGACGAAGACACTGGTGT 
TAATGCCGAAATATTTTATGATTTTCATGACGGTAATCAGCAACAGTGGTTTATGATTGATCACATTACTGGATTGG 
TAACAACAAAATCTGTTTTGGATCGTGAAGTTCAAGGAACAGTTGAATTAAATGTTTCAGCACGTGACGGCGGCCCC 
AATCCTAAATGGGCTTACACTCGCCTAAAAATAACTATTTTAGATGAGAACGACGAAGCACCTTCCTTTCCGCAAAC 
ACAAATAAATGCAACGATTTACGAAAATATCAAACCAGTAAAAGAAATCTTAATATTAACAGCATCTGATTATGACC 
AAGGTACCAATGGGTCTGTATCTTACTATTTACAACCAAGTACCGAAAGGAGATgCCCAAATACATTCTTATTAGAT 
GCTATAACTGGTCAATTAAGTACTGTTATAGAATTAGATCGAGAAAGAATACCTTTTTATGAAATATCAGTACTTGC 
TAAAGATCAAGGCTTCCCCCCTCAAACTTCTTCTGCTACAGTATTCCTTAAAGTTTTGGATGTCAATGATAATGACC 
CAGTTTTTTATCCTCAGCGATACATAGAAAATATCCCTGAAGATTTAGCTCCTGGATCTAAAATAATACAAATCACG 
GCATTTGATTATGATGACGAAGACAATGCAAAACTCATTTACAAACTTGAAAGTGGTGGTGATGGCTATTTTGAAGT 
AGAACCATGGTCTGGTGAAATATTGTTGCAGAAAGACTTCCGAAAAGCTCCAAAATCATCATATATTTTACGGATAT 
C T T GCAAAGATAGAGGCAATAGAAGAGCAATAGAAGAT GCAGTTGTTGAAATT T TAAAGAAAACCAGAAGTAGTAGT 
TTAGAATTTGAAAGTTACAATGGTTACACTTTTAAAATTGTTGAAGACGATGGTACATCTAAAACTCACAACGGTAG 
ATTTGTTGGTAAAGTGATGTCTCGTATGATAAGTGACTCTATTTCTTATTATATTTTAGAAGGTGATCAAAAACATG 
C T T T CAAAAT T GAT GAAAAAAGT GGCAT TAT TAC TAC T GAATCTAATATTGATCGAGAAGAGAAAATGAGT TACCAT 
TTGAAAGTAATGGCTAAGACAGGATTAGCGTTCGGATTTACAACAGTTAATATATCTGTGCTGGATATAAATGATAA 
CTATCCAATTTTTATTGAAGGCAAAGAAGAAATACACATACCTGAAAATATGGCTGTTGGACAAGAAGTATATTTTG 
CCAGAGCTACAGATCGTGATTCAGGCTCAAATAGAACAGTTTCTTATGCGTTAACATATAATCCAGATAACAGTTTT 
CGTATATCTGCTACAACTGGAGTGATTTATTTGAATAAAGCCATTACAAATGAACCGGGTTCCATTTTATCTTTAGA 
GGTTACCGCCACAGATCATGGTAAACCACCACTTGCAACAAAACAGACTATAACAGCAATAGTCGATGATGTCAATG 
ATCACACTCCTGTTTTTGATCACACATCTTATGAAACGTCACTATTAGAATCTACTTTAGTAAATACACGCTTTTTT 
GCTATTGCTGCAAGCGATGCAGACTTAGGGTCTAATGGCCGAATTAATTATTCAATAATTGAAGGAAATGCTGACGG 
AAAATTTGGAATATTTCCTGATGGTTTTCTGTATGTTAAAAGTCCTCTTGATAGAGAAGAAAAAGATTACTATTCAT 
TGACAATTACAGCGTCTGACTATGGCAAACCATCAAGATCTTCTCAAGTGCCTGTAGTAATCCATGTTTTAGATGAA 
AATGATAATAGTCCACAGTTTACGAACACAACATTCGTTTTTAAAATAAAGGAAAACGAACCTCCTGATACGTTTGT 
AGGCAAACTTACTGCAACAGATAAAGATATTGGTCGTAACGCTGAATTGACTTTTACTTTACCAATAATTCAAAACG 


3 


AT T T TAGAATTGAT TCAAGAAACGGTTTTATTAGAACCACAAAATC T T T TGACAGAGAGAGT TTAGCTCAGAGCAC T 
GGGCAAAACTACATTACCTTGACAGTTACTGTAAGCGATAACGGTAAAGTTAGACTATCAGACTCCGTAAGAGTAAC 
AATTTATATAACCGATGTTAACGACAATGCTCCAATCTTTATACGAACCCCGTATAACGTTGAAGTATCCGAAGGTG 
CAGCCGTAGGTGCATCTATAATGAGAGTATATGCAACAGATGCTGATGAAGGTCTGAATGGTGATATTTATTATAAA 
TTAATTGGAGGCGATGACACGGAAAAGTTTATGCTCGATGAAGCTACTGGTCAGTTACTGATTAATAAGCCCTTAGA 
T C GAGAAAC T AT GGAT C GAT AT C AC C T T AC T AT AAT GGC AC AT GAT T C AGC AC AGGC AGT T C GAC T T T C AT C T AC T A 
CGACTATAGCTATAGATGTGTTAGATGAAAATGACAATGCCCCGATATTTACACAAACTCAGATGAATATCTCTGTA 
T T AGAGAC AGAACC GAT T AAT AAAAAAC TGATTCAATTCCATGC GAG TGATTCTGATTTGGGTAT T AAT AAC GAG AT 
AACATTTTCTATTTCGTCTGGAAATCGCAAAGAAACATTTTTCATAGACAGTTATTCAGGAGAACTTTTTTTGCATA 
AACATCTGGACTACGAAGATTTAACGTCATACATTTTGAATATCACAGCAACTGATAATGGAAATCCTAACTTATCT 
TCAAGTATAACATTTATTGTTAATGTCATTGATGCTAATGATAACGCTCCAGTATTCACAAATACAGCGATCGTTAG 
ACAAATAAGAGAAGGAATACCAACGCATACTCCAATAGTAACAGTAACTGCGGAAGATCCAGATTCAGGAATAAATG 
GCAAAGTATTTTACTCAATAACTCATCAAGATCCTGAAGATAATAGGCGTCATTTTGCCATAAACAACGTAACCGGA 
GTTATTCATACCTTACTACCGATTGATAGAGAGAGTATCGACAC T T T TAGAATCACTGTAGTTGCATATGATAGAGC 
TGAACCGCCTTCTTCGAGACTATCAGCAGAAAAACTTGTAACGGTTATTGTTGAAGACATCAATGATAATGCACCAG 
TTTTTGTTTCCATGAATGCTGCAGTAGTGGGCTCAAATAGATTAGGAAGGAGTGCTGGAAGTGGAATATTTATTATG 
AATGTGTTAGCCCGGGATCTAGATTCAGGAACCAATGGACTTGTCACATACAAGTTAATACACGGTGGCAACGATAT 
GTTTGATTTACACAGAAGTAACGGTGCTTTAAGTTTGCGATATCCACCTGCCATGCCGAATGCTCGATGGAATCTTG 
T TAT TAAGGCTACAGATGAAGCAGT T T TAAGTGAGCAAAAGAGCACGGAAACT TAC T TGAC TGTGATAATGGGTGGA 
ACTTTATTGGAGGGTATCACATGGACGAACGTAGAATCCGTTTCGGTGCCTGAGAATGAACCAGCCGGGACAGCAGT 
GTTAAATATGACTAATAATTATAAATCTGGTTTAGAGTATTATATTGTGAATGTGACTGGTGATCATAAACAAGTGG 
ACAGACTATTTGATATAGATTCCTCGTTAGGAATTTTATCTACAGCAGTGCCATTGGATAGAGAAGCTGGAGTTGAA 
AAGTATGAAGTTGAAATTTGTGCCGTCTCTTCAAGATCTCCTCTGCAGTCAACTACAACAAAG 

>cne3461.1.14:A2393G | Nesprin-1 

ATTTGCCGGGATGCCGACCGAAAGCGTGAAGACATGAAATGGTTGGTTCAAACGTTAGACATGCTTTCCAACCACTG 
TTCGGACACAGAAGCCCAAGAAGAACAAGTTAAATTAGAAAATCTTATTACAAGATATAAAAATCTCATTCCGACTA 
TAGAAATAACAATGATTAAAACAGAAACATATACGAGATGTTACACGTATCGACGAGAAGTACATGAAGTTATATGT 
ATTTTAGAAAATGCTAAGCAATATGCACAAGTTAAGCCTGATCCGCAGTCGCTTCAACATGTAGAACAACTTGTCTT 
AGAACAACAAGCTGCAGTTCAGAAACTAGATCGTCAACGTCCGTCTGTAATGTCAATGCTTCAGCGAGGCAAGGAAC 
TAATAAAAGATGCAAATGCTCCCGCTTTTGTACGTGAAGATGTACGGAATCTTGAAACTGGATGGTCTGCTGCGTAT 
GAC AC C AAT AC GG AAC GAC T AC AC AAAC T T C AT GAC AC T C AAAAAGT GT GGT C AAAT T AC G AAT AT C AAAAAG AAGA 
ACTGTTATCAGATATCAATAAGTTAGAAAGCTATGTTGCTCACCCTGGCTTGGAGCTGGGTGTAACTAACATTGGCC 
GT GAGT TACAGGAAACAAAGGC TAT TAATATAGAT T TAGAAAAAGCCAAATCCGAAAGACTGCCACAGT TACAAAAG 
GCCTATGCTGAACTTCAGTCTCTAAC T TCAAATAAACC TAAACCAGT TAT TGAAAAAGACT TAGAGACGATTGAACG 
TAAAATAGGCAGAGTTCATGAAGAGGTTCAGTCTAAAGTTAATCATCTGGAGAAGTTCAATACGGAATGGGTAAAAA 
TTGAGCGTAAGTTAGAAGTTGTTCGTGAATGGATTAAAAAAGAAAGCCCTGTATTAATATCACAAATACAAGCAGAA 
AACATTACCCCAGAAGAGCGTGTTGAAAAATCCCAGGAACTTCAAAAAGTTATTTCAGAAAAACTAGAAATTATTAA 
GAATGTTGCAGACCAAGGGACAAAATTGGCTGTAGAGCACCGCGTACAAGATGCTAACAGACTCAAAGGGGAGGTAG 
C T T T AT T AG AAAAGAT GAT GGC T GAT T T GC AAC GT C AT AC T GAAC AT C AGAC C AAAG T CG T T GAAC AC G AT T T AG T T 
AGTTGGCAGAAGTATCAGAAAGGAGTAGCAGAAATCAAACCATGGATTGAAGAAGCTGAGATTAAGTTAGGTAGTGT 
T C C AAAAC C AAC T AC C T T AC C T G AAGC AC AGC AAC T T C AGC AGC AGT C GAGGGC T T T AG T T T C AG AT T GT GAC AAAC 
AACTGACGAACTTACAGATTCTATCGAGTGTTAGCCACCAGTTATCAGGCAAAACTAGTGCTCCCGATGAAGTAGAT 
GCTATTCATTCCAGATGGGCTATAGTACATGACTTAGCTGACCAATGGAACAACAAACTTGAAAAACTTGTAACTAA 
T T GGGAAAAC T T T GAAAGAGATGC TACGAAATTAGAGAC TTGGGTCAATGAAGGTGAAAAAC TCATAAGTAGTCGAA 
GCATAAAC T TAGAGACAC C GCAAT TAGAAAAACTGGATCGGGAGT TAAATAAAC TCAAGTC TTTTGGTAATGAAATT 
TCTCAACAACAAGCGAAAATTATCAGTCTATCACAAATTTGTGATTCCATATGTCACAACATTCAACCAGAGGGAGC 
AGCTGTTTTAAAAAATAGAGTCACCGATATTAAGGACAAAACAAATATGCTTGCTGAATCTGTCAGGTCCAAAGTTA 
ATGAATTTTCAGACAAAATTATTGTACGACAAGAGTTTCTTGCTAAATTACATAATTTCGATAATTGGATAAACGAT 
T T CAAGAGGAAAAC T GAAAGT TACGATCAGATCAGC TCCGACAAAGTGGAACCAACCTTGCAGTCTATGCATGTCCT 
AT TACAAGAACAT GC T GGAAAAACAC CAGAATTCGCTGATATCTACAATGAAGTAAAAAATATGAC TTTATCAGCAC 
AC CC AGAAG AAT C AAAAT C T T T GAG T GAC AC T T AC T C AAAC AT T GC T G AAAAT TAT C AAGT TAT AGAAAC AAAC AT T 
CAAAAAAATAAAGGCATACTCCAGAAATGGTCGGATTTGTTAAATTGGTTCGAAGACAACAAACAGCAACTTAACCA 
TATTCAGTACCAAATAGAGGGCCCCAAATTGACTCCTGATAGCTATGAAGCACTTCGCCAAGAACTTGTGAATATTT 
TGGATAAAATACCTGAATGGAAAAGTAATGTTGTGCTTTTAGACGGTCCTTCAAAAATTAAAGTAACTGATCATAAT 
ACGGGTCGAATATTATCACCAACAAGTCTAGTAAAAGAAATAGAAATAAAAGCTGACAATCTCTTAAATTTAGTAAC 
TTCAAgAAGGGATCTTGTTCAAAAAGTAGGTGCGAGATGGGATAAATTCAATTTACAACACAATGCATTAACTCAAG 
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T AT T GC AT C AT GT T C AAT C GT C AC T T AGT GAGAT GGC C C AGAAAC C AGT AC C T T T AAC T GAGGGAAC C AT AC AGGAA 
AT GT C C GATAAGT TAGACAGCAT T GAT GCAGAATTAAAGGAAAAACAATCAGTCCGCAAGGAGC TAAGAGAAGAGGG 
ACTGCACTTGATGAGGGAAGATCAACCTAATATGGGAACTATACAAAGTGCACTTACTGCTGCTGACAACAGTTGGG 
ACCAAGTTGTAAATGTTGTTAGAGATACTAAAAATAAGTATATTCTACTTTCATCTACTTTGCAAGAGTTGAAAAAT 
TTTACTCTTGCTTTTGAAAAGGAAATGAGCCGAGCGGAACAAT TATATAATGATAGTAAAGAACCACCAAATGAC TA 
TGTACAGACAGGCCAATTTTTGGATAAATCGAAGAAATGTTATGAAATTTTAAAGCGTTCTAAAGGGTTATTGGACC 
AAATGGATCTTATAAAACAATCGGTTTTAAAACAAGCTTCTACACTAGGTGGATTTGATACGAGCCCGTTAGAAAAC 
GCTTTCTTAAATTCACAAACACAATGGGAAAAAGTAAACGATGCAGCTATAAAAAGGATACAAGATTTAGAAGCGCA 
GTTAATAGTTTGGCGACAAATTGACGATACAAAGAATCAAGTTGTGTCTTGGCTAAGTGAAACTGGACAGAACCTTG 
CAAAT GC T T GC GATAAC T TAGAAATAC GAT T T GGACAAAATCATC TAACGAAGTATCGAGAAGAATTGCCTATTTAT 
GTAGGTCTTAAAAATAGTATTAAAGCAAAATGTGAACAAATAACAAATCTTAATAAAAGCATACCCGTAGGACAAGT 
TGCTTCAATTACCGATTATCTCGATAGTGAGTTTCAGGCTTTGGAATCTTTGGCGGAAAATCTTGAGACTGCTGTTT 
CATCACTTGAATCTAAAGAAATAGCTTTCAAAGATAAAATTAAGCGTATTTCAGATAAGATAAGCAAAATAAGAGAT 
GATATTATAAAATGCGACGATATGTCTGGGGATAATGCTAAGATACTGGATCGCTTGAAAAAATGTCAAACTTGCAA 
AACAGAGTTACAAAGTCTCAATGATGAAATTGATAATTTAACACAAAATGTATCTGAAATGAGTGCAAACTATCCAG 
GTTTCTATGAGTCATTAGTTCCAAAAGAACTAAGTACATTGCAAAAACGTTTTGAAAGTGTATTAGTTCATGCAAAC 
AAAACAGAAACAACTCTATTGACGTTTTTGCAAAAATTATTTACTGATAAATTAAGCATGTTTAACAGAAACTTGAA 
GATATTAGATGATAAAACTAGATGGTGTATGCCTGATGCTTCTAATGACAAGTATAATTTAGAAGTAAAAACAGCAG 
CTCTTTCTGATGTAGAAAGTGGAATAGCTGATTGTGAATCCAAAGTAAAAGAATTAGTAGATGCTTGTAGAATTTTA 
AGTGTTGTAGCTGAACCAATGTGCGCCCAAGAAGCAGCAACACAGACTGAAAAAGCGCAAAAGAATTTAGATGTCCT 
TAAAGCTAAT TACCAAGAAATCCAAAAACGC T TACAAGAAAGT TCAGAAAC T TGGCAAGAATATGAGACTTTATTGG 
AAAATGTATCCGAATGGCTAAAAGATAAAGAAAATAAAGTACGACAGGAAGCTGCTACTTTAATTGACCTCAGTTCT 
ATAGATCAAAAAATTGCTGAGATAGATGTTGTTGACAAAGAAATTAAAGAATATGGTATTGAAGTTAGAAAGCTTGT 
TGATGTTGGAGATAAAGTTATGTCTCATAATCCTGATTCCCGAATAACACAATATATTACACATCTGGAAAGTAGAT 
ACCAAACTGTTGGAAAATTCATGGACAATCATTTAAATAGATTAAAGGATCTTAAAAAGGATAATGTAGCATATAAC 
AAATCAATAGCAGAGTTCAAGAAGTGGCTACAAAATGCTAATGAAAAAAATTCTGAAGTTGCTGCTATGACGAAACA 
TACAAAAC C GACAT TGGCTGATTTGGAAAACGT TAAGAAAT TAAACGAAAGTAAAGAC T TAGGTCAGAAAT TAT TGA 
ATAAAGCTATAAGTGATGGAGAAGCTCTTTTCAGTGGTATCACTCCAGAAAATCGTGAGAAAGTCAGGAATGAATTA 
AGAAC C T T GC GAGAT CAGT T T GAAGGATCCGTAGAT TC T T TAAATAATGTAAT TAAAGACATAGAAAC AACAATAAG 
TAAACGTTCATCATTAGATGACACATTCAATCAGGTACAAAAATGGATAAGCGACAAGGAAATTGAAATGGGTGAAT 
TTAAACTAGCACCAACTCTGCCTGAAAAGAAAGCACAGCTTCATGCTAGCAAAATTCTTAATCAAGAAGTGGAGTTA 
TATCAATCTATGTTGTCCCAGTTGACTGAAAAAATTAAACTTATGCCTGATGAGGACGCTGAAAAGGCACTGGCTAG 
TATAAATGACAAATACAAGCGTATATCTGATGAGCTTGGTAAAAGAATAAAGGCTTCTGAATCCCACGTGGCCGATC 
ATGAAAAATATGTACAAATGTTTGAGAGTGCACGGGACCGCCTTACCCATATAATAGCTGAAAACAGTTTGGTAAGT 
T AC GGAGT AGT AAC T CAAAAAGAC GAC GT T GAC T C TAAAAT TTCAGCAATT GAAAAAAT C AC T T C T AAAT C GG AAGA 
AATTGATAAAAATCTTGATAAGTGTAAAAAACAGTTGCATGCTGTTTTAGAAACTACGAGTCAAAATGGTCACCCTG 
TGCTTATCAGTGAGTTCGAACAACTTAAAACAACGTGGGATCAGTTTGCTTCCCAATGTAAGGAGCATGCCGTTAAA 
CTTAAGGAAACTTTGACTCAGTGGAATGCGAGTCAAAAGAAATTAGATGAGTTAGAAGAATGGTTAAAGGTTAAGGA 
AAATCAACTAAGGGATCAAAGTTTAAAAAGCGATCTTGAATCTAAAATTGGACATTTACAAAAAGTTAAGGAAATTC 
AAACAGAATTAATAACCAGGCAGCCAGAATTTTCAGCTTTAACTAGCAACCAAAATGTTACAGCTGAATCTGAACTT 
TCATCAAGAACTTCCAAATTAGCAACTACGTATCACACTCTGAGTAACTTAGTTAATGAAATTATATCTAAATACGA 
AGTATTTGTATCTGAGCATCAAATATTTGAAACAGAATATAAGAACATGGAAACTTGGCTCACTAACATGTTGGGAG 
ATTTACAAGACCTCAATGAAATTGTAGGTGACTATGCAATATTGCAAGAAAAGCAAAACAAAGCCAAAGAACTTTAT 
GACAGTAGAAACAAAAAGACTCCTGCTTTTGAAGAATTC T TAAGT T TAGGAGAAAAAC TGTACAC TCACACAAGCCC 
TGATGGCAGGGAAATAATTCGTCAAAAAATACGCAAAATAAGGAGCTTGTGGGATAGCTTTGGAGATAGTTTCCAAG 
AAACAGTAAACAAATTAGATCAGTGTCTCCTACAGTTTTCAGATTTTTCACTAGCTCAAGAACAATTAACCAAATGG 
TTAAAAGATGTAGAAAAAGCCATGCAAAAGCATACAGAGCTAAAAGCATCACTTGAGGAAAAGAAAGCCCAACTTCA 
GAACCACAAAATCATGCACCAAGAAATTATGGCCCACCAACAACTTGTAGAATCCGTTTGTGATAAAGCACAACAGT 
TAGTTGATCAAACCCATGATGCTTCCTTAAATATTTATTTGCAATCCATTAAACAACTTTTCCAAAATATAGTTACT 
AAATCACAGAACCTTCAGGATAATTTAGAAGATTGTGTTAAGAAACATGAAGAACTTGTACGTCTCATACAGGCTTA 
TAAAGAATGGTTTAGTTCTCAATCAGAAAAGTTATTAGATATAGAAAACGTCATGGGTGAAAAACCTGAAATAGTAA 
GAAAACTTCAGACAGCAGTTGCTTTAAAAGACATCGAAAAAGTGGGTTCTAGTAAGTTAGATGAAATTCGAACGTTA 
TTTTCTACTGTGAGTAAGAGTACATCAGAAGTAGGAAATGCAGTTATTAAAACAGAAATAGATAATTTACATGATCA 
ATT GAGAAAAGGAGTAGATAGTAT T GGAACAT CAGAACACAAAT TAAAGC AAACAT TAGAGGTTTGGAATAAAT TCG 
ATCAAACAATAGAATCTATAACTGACTGGCTAAAAGATATGGAATCTAAATGTAGAGATCAAACGTTATGTTCTATG 
T TAGAAGAGAAAGAATC TCAGT TACAAAGATATAACGATC TCAGAAACAATATC TATGC TAAGGAAAAAGAAATAGA 
CGTTTTTGTTGATGAATCGCATAGTCTTATTCAGCTTAGTGGCGTAGAGAGACTTAAACCTTTAGTTACTCAAGTCA 
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ATAACCGGTACCAGCAACTGCATTTAATATCGAAAGAAATTGTAAATCATTGGTCAGAACTAGTAACAGATCACAAA 
AAGTATATTCAACTTAAAAATGAATTTGAATTGTGGCTTCGTCCATTAGAAGAACAGTTAGCTCAGATCACGACAAA 
AGAAGATAAAATGAGTATTGAAAGTAAAGGGAATAAATTACAAAAACTCTTATTAGAAAAAGATAATGGTGAACATA 
AAATAGGAGTTCTCACTAGTGCGGGTGATAAAGTTCTGCCAGAAACTGCAACTAATGGAAGAGAAATAATAAGAGCT 
GAAATAAGAGATTTACGAGCGAAATGGGATAAATTCAATGATGGCATTATTCAACAGCAAAAAGATCACGAGTCCCA 
AGCCTTGCAATGGTCTAGCTATCAAGATGTGCTCCAGCAGACTTTGACGTGGTTAGATGAAAAAGAAAAACTTATAG 
AATCAGAAGAAAAAGCTACGCTTAATACAGCCCAAGAAATAAAATCTAAATTATTAAAAAATAAAACACTGTTACAA 
GAAATCAATTCTCACAAACGAGTTATTGAAACAGTAACAGAAAAAGCAAAAAATGTAGCTGGCGTGCATTCTGATAA 
ATCTGAAAATGATAAAATGGCAGCCACAATTAAATCAATTTGGGATCGATATAATACTTTGACAAATAGACTAAGTG 
CTGTAATTAACAGGCATGAACAATCCTATGAAATTTATCAACAGTTTGCTGATCAACAAAAAGCTCTACAAGATTAT 
CAAAAAAATCTATGGGATCGTTTACATGGTTTATCAGATTTTACAGGAAATAAGTCTACATTAATGAATAAATTATC 
TAAGATACAAGAGTTATTAGATGCTGTACCAAATGGAAATAACAAATTAAAAATTTTGTCAGATTTAATTGAGAACA 
ATGAAACTAAGCTTTCACCGCGTGGCAAAAAAGCTATGACGCGGGAGCTAGGCATATTAAAAGCAGATTTGGAAAAG 
T T T AAT GC T AC T GT AC AT GAT GT C AAGAGAGGC AT AGAAGAT AAAAT T C AGC AAT GGAT T GAGT T T GAT AGC GC T AG 
T GAT C GAC T GCAACAT T GGT TAAC T GACACAGAAAT GAGCC TCAAAACATATACACCAAAAGCTACAC TAGAAGAAA 
AGAT C GAT C AAC T T AAT AAGT AC 

>cnel547.14.1:T789C | Titin 

AT GAC TATAAAAAATAAAAAGAC TAAGCAAGAAGT GACT TCGTCGAAGGCT TCGAGTAGTGCGCAGAAGAC TAGC TC 
GTCGACTTCTGTGCAGAAAAGCAGTACAGTGCAAAAGGTCAGCACATCTGGTAAGAAAGTTCGGTATATCGAAGTAA 
AGGTCGAAGAAGATGATCCTCTCATGATAACGGATGTCACCGACCATGCATCCATAAGTGGATCTACCATTTCTGAG 
CATTATAATAGCCACCCCCACTACATAATTACGGAAGCTCCTTCCGTCACGGATTTATCCCAAATAAAGTCACATGA 
ACATCACGTAAGCGATATCTCACAGTCAAACATCGGTGAGTACGTTTCTGGATCAGTGCTCCAAGAGTCTTCTACTT 
CCCACCAACAAAGCTCTACAAGTGAGACGCATCAGTCGTCGTCAACGTCTATTCAACAGTCAGGGTCTAGTCATAGT 
CAAACTTTCGATCGCACTATGGACTCCAACGTCAATAATAAAACCCTGAACACTGGTTTTATTGACAACTCAATGCA 
TAACGCAAGTGACTCGAGTAATACCTTTTTGTCACGATCTCAGGGAGCAAATGC AACTGACTCCTTTATTCAGTCTG 
AGCGTCAAAATTTAATGAACACACAATCAAGGAATAGATCCAGTGTTTCACAAGACAAGATAATAAATAAGCAGATG 
TCTTCCACTGATTCGAGAAATGTTAATATTCGCGAGAATGACCGTTTTCAAAACATTCCAAGTACAAGTAGAGATAA 

gactgtcaagtcaaatact|tctaacttttacgggggtgaaggaaccctcgataaaaatacaaaatctaaagaatata 

CCAGTACATATCAAACGAGTGAAAATAAAAGTAGCATGAACACGAAGTCCTCCTCATCTTCGTATGTTGTTGAGATA 
GT T GAC GGCAAAGAAC GTATTATTGATAGTTCAAAAAGAGAATGGGGTGATTCACAGGAAAATGC T TCAAAAGAAGC 
ATATGCTAGTGTGAGTGGTACTGATATAAAGCCAGAGACTATTTATAGTAGCCAAGATTATGACATGAGATCAAAGT 
AC GACACAGGTAAAGAT GGAAGCAAAC C TATAAGT GAAAT G T C T G T TAAAGAAAAT T C TAAAGTCATAAAAGATGGA 
AAACAGATTAGCGGTCATGAAAACATGATTTCTCAAAAAGGTAATGTTCTCCATAAAGATTATACTTCAATACAAGA 
CAAATCATCATCAGACGAACGTTATCACACAAGTATTGAAAAGGATTCTACTCGTCAAAACATTGATCGTAATTCAA 
CCAATATAACGAGCAGAAATACAGTAAGCAACATAACAGACAATAATACAGTAAGCAAAGATACCATAACAAGAAGA 
CAGAT GAATCAAACGGATTCATCCAAC TTTTATGGTTATGATTCAAC TATACAAAACCAAC TCAAAAAAGTAGGAGA 
TATTTTACAAGTGCCTGATACAGAAAATCTAAATTACTCGACGAAAATATTAAAAAGTAACACAAGCAGCGCACAAC 
AGGCTTCAACGTCGTCGTATGTTTTTGAAGTTGTAGATGGAAAGCAAAGGGTTGTAGATAGTTCGCATAGGGAATGG 
GGTGATAGCAAAGATCATTCAACTTACGAAAAGAGCCATAATTTAAGTGGAACAGGGCTGGAACCACAGCATGAGTA 
TTCTCGGCATGTTTTAGATAAGGAATCTTTTTACGATACTGGTAAAGATGGTATACCTAGAAGTGCTACTCAAGTCA 
CGGAAGAATCTGCTTTATATAAAAATGGAAAACAAATAGCATTAACTAGCAATACGTATGCTGGTGATTTCACCAAG 
AAACCAGCTATTACGGATCATTCCACTGACATAAATGACATTAAAAATAAGCGTATCATAGATCAGACTGATAGAAA 
TATTTACTCTGACAC TCAAGAGACCAC AAC TAGAGATAC TACATC TAAGACAAC TAATGAAAACTATGAAACTATAA 
C TAAACAAACACAAT CCAATATTACTGACGAGAAC TACAAAACCACAAC TAGAGATAC TACATGTAAAGTAACCGAT 
GACAAAT T T GTAGACAAGACAACTAGTTTTATTTCAAATGAGAAAGAAAATT TGATAAAAGAGACCACATC TAC TAC 
TGAAACAAAAGACACTCGTACAACATATGAAAGGAGCACTGGAACTTGGAACGGCAAATTTGTTTATGAAAAAGATG 
AT GACC GACC C AAAC GT C C AAAAG AAAT GT C AC C AT T T GGAAAAC AAGAGC AGC C T AGAC AT C AT T T AAAAAGAC AA 
GACACAGAGGATAACATTATTTTATCTTCACGTGATATCAGAGAT TTCACGTCAATTAGCGATTTACGAAAAATAAT 
TGAGTCATCGCAAACCAATAAGGATGTTACTGTTAGTAACAAGAACATTGTTATAAAAAGAAACATAGATGATCGTG 
T T C T TAAGGAAATAAT T GAAAC GGTAAAAAAGTAT C C GT T CAAGAGAATCGATAAGGTGAC T T T TGGAACAAAAATC 
AAT GAAGAT GT TAAAGAT T TATAC GAAGGAATCGACACAGAGGAGAC TACGGTAGTGAGTACC TC TAGTGGAGATAA 
AATCAAAAGATCTTTTGAAATTGACAAAACAAGAAGTCAAATAGAAGTTACGCGTTATATCACTGAAAATGGTATAA 
CTAGGAAAGTGACGACTTATGAAGATGCAAAAGAAGACGAGAATGTCAAGACGAATGTTTATGTCGATAATAGTTCG 
T TAGAC G T CAGAAAT T T G 


>cne3037.1.5:T844C | Integrator complex subunit 8 
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C C T GGAAT GC AAAC AGAT AC AGC CTACAATCCTT TAAAC CAAAAC T T T GAGAAGAT AT T AAGAAT GT GT GAAGC AAA 
T AGGAT GC AAAGT AT AAGAT AT T T AGAC AGT AT T AT AGC AT AT T AT G AAAGC GGAC C AGGGAG AAGAGAT T C T AAAA 
AGATAAAAGTTCCAGTCTTAGAAGCCTTTGTTCACCTTACTGAAGATTCTGATGATATGGATCATGATTGGGAAGCT 
GGTGATGTATGTGTCAGCCATTATGAACTAGCCATGCAAATACATTTCGACCTATGTTACAATTACTTCTTTTATGG 
TCAACATGATATGGCGAAGCAGCATATTCTTGGATGTCGAGAAAACTATAATTATCTGGAAAATGAAACCAAGTCTT 
ATGGCTATGGCTTAGAAAAAGTTCCACAAGGTATACCTTGGGGAGAGTTTTATTATGCAAGTATGACC AAAGATGAT 
ATTTTCGGTTATATTAGAGCATTGAATTTAGGATACGAAGTTTTGAATGAAGAGCCCTCTCTCTTACAAAAACTTCA 
AGAGTCTATAGCTAATCATTATGCAGGTATTGTAGCCATATTACAAGCTGATAATCTTGCACGAGAAATACCAATGG 
TTCACAGAGAAGTTGTAGAACTTGATATACAAGGCTCTGCTTCTAGTGGTGCCTTTACAGTTGCAAGAGATTTACTG 
AATAGAGTTTCAGCGCTAAATGCGGTGCGATATGCCCTTGAAGGGGGCATTCCTTCAACCCACCCAGACTTCCTCAA 
CAGAGTCAAAACTTTTGGGGCCAAATTTTTTGATCTTCTATTTTGGGCGTTTGCACCAGTCCTAGTATCAGATTTAT 
CGGAGGAAGATTGGTATAATTTAAGAGTATTCTTCCTTCATTTGGGAACTTCGCAGTGTAGGATTCCAATTGAGAGG 
ATAGAC GAG TAT C T CAAGCAG T T TATAGGAGAT GCAGC TAAAACTAT TAGGCGAAAATTGATAAGTGAC TCCCAC T T 
AC GC GACAT C C T T GAT GAAACGGCAAGTAATGATGATGAAAATATGAC TCTTCCCCGAGAGT TAC TAACAGATGATT 
GGGAAACAC CAGAT T T T GAATTCAAAACGGTACCAGAAC T TGAGATGGGTAGGCTCAAGAAACGC T TAATAGAAGCG 
TCAACAGCTGATGATGTACGAATGTGTTTGGTAAAATTAGCCATGATGGCACCTTCATCGCCGCTTTGGAAGTTGAG 
TCCTTCATGGAAGCCTCCCGGAGGTTTAGGAAATGCATTAATTTCCTTACCTAGAGGGTTTTTGCAGGACTTTGGGT 
ATGTCGTATCAGGTGCTGCTAGGGCACGCGCTGAAGCAGGTCTTGCACGTACGGCATTATCCTTATTGTCAGTATTA 
GAAGGTGAAGCTCGAAGCCAGTTGGGTGGCGGTTCAGATCCAAATCTCTACCGCCTTTGTCGTTTATTGTCCTGGGA 
GGTGCTATTGCTCCAAGTTAATGTAATGCTAAGCGAGTGGCCCCATCATCGTCTCAACCTGACAGCCTTGGCCAATA 
AATGCAAGGCTTGTATTGCCGTTGCTAATTCAGGCGAGAGTATTGTTCCACGT 

>cnell073.6.5:A770T | Laminin subunit alpha-2 

C T C AAAC T AGAAGAT GAGC AAT AT CAAAAC AGT GC GGT TAT T GAAAC T AAAGC AT C T GC GAGAAC GC T GAGT GAC AT 
AGT GT C T AT AT C AGAGT AT GAC G AAC AAG AT T T AC AAAT GC GAC GGGC AGAC CC AAAAC AG AAC AT AAG T T T T AT GG 
GAC C T C C T GAGGGAGC AAAAAT AAAC C C AAAT AAAAC TTTACCCCCC GAGT T AC AAAAAC C AAAC AT GAGT T C T C T A 
CATGCTGATTATGTGGATCACTTTGATGGAACTAATTTGACACCAAGAGCAGATTCCTTGCCCGTTCACTTAACGTC 
AACACAAAACAGAGAAACATATAAAAGAAACGTAAACGAGGTTACTTCAATTGGTATACTAGACAAATTCGTAGATA 
GCGGTAAACAGTCTCCAGTTCAGATATTTGACAATTGTTCATTATATCCAAATAGAGATGTGAACGAGAGCAAAAAT 
GTTAGCGTTGAACCCAAAAAGATCAATTTCTGTGTGGAACCATCGGATAATAGAACTCCCGATGATGACGAATTTAC 
AT CAT TAGGAGAGGTAGGT AT AAC T T T AGAC AT TAAAC AAC AGAAT T T C C C AGAT AT T T TAT C T C AGT TAAAAC AT G 
AAATCAAAAAATCTAAGATAGAATTAGAAACGTGTAAATCTGAACTTAAAAACGCAGAAGAACAATTATGTGAATTC 
CCAGCTCTAAAAGAAGAAGTTGAACAATTGAAAAATGTCTTGGAAAACACTGTTGCTGCAATGGAAAATGACAAAA§ 
AT T T TATAACAAT C AAT T GGAAAGCT TC TCC TCAAACAAACAGC TAC TAGAGCAAAGAC TAT T TGAAC TAACACAAG 
AGGC AAAC GAGAAAT CAAAAGACC TAAAT T TAC T TAAAGAAGACATT T TGCGACGCGAAAATATGAT T T TAGAGT TA 
GC TAAAGAAAAACGGAGCT TAACGAACAAAATAACAGAAT TGGAAAATAAAAT TGAAGAGTTGC AAGGCAATAACGT 
T GTAT TAGAAAAATAT GAGAAAGAGAATAAAC AAAT GAGGGAGAAAATAAAT GAAT TACAGAAAC T GGAACAAC TAG 
T T T C T GACAAAAAT CAACAGATAGACAGT C T GAAT CAGCAT T TAGACAGGT TAGAT GATTTGCAGCGTCGATTGAAT 
GATAAAAATGAGGAAGTGGAACATTTGAAAAAAGCGTTAAAGGAAAAAGC AAACACTTTGTATC AATTGCAAGAATC 
TGTAGGCGAATTGAATAGGGACATTGCTAAGGTAATTCAAGAAAATGACCAGCTCAATGAAGAAAACAAAACTCTCA 
AAT TAAAT C TAAGTAAGC TAGAAAAGGAACAGGAAAAT GC T T CAATAAAAT TACAAAACAGT GAAGT T GAAGTAGAA 
CGCCTTAGTTCAT T AAAT AAT GAT T T GAG T T C AAG AAT AGAGGAG T T GAGAC AGT TAAAC GAC AAGC T C AAAGAT AA 
AGAAACTGAAATAGAAATC T TACATGAAGATATCAGTGTATACCATAATGAAATAGC T T TGC TC AAAGAACAGT TAC 
AAAT GGTATCGCGAAGTCC T TC TCCAAAGAACAAAAGCAT TGAAGATAGAAAAACACC TGACAGACAAGCCAC TAAT 
GATAAAAAACAGTTGGTTAAAATTAAGAAGGAAATATCTCTGCTGCAGCATGAACTTGATTTCAATAGAAAGGAATT 
AAACGAT 


Poeasia: 

>cne703.2.8:A5082G | Protein lava lamp 

TTACATAACATGCAACAGAAGTGTGTTGAAATGGAAGACAAATTGGCAGATATGTGTCAACTTCAAAATGAACAAGT 
T T G TAC GGAAATGAAATC TGTAGAAT TGGAAGAGCAAAT TGATGAGC T TACATC T TCCAAGAAAGAGT TAGAGC T TG 
T TATAGAAAAC C TAAGAT TAGATAAAGAACAT C TAAATAAT GC T T T GAAAT T GT TACAT GAC GAAAAAGATGAAT TG 
TCTCATAAGTTAGAAAACTATATACAAGAAAATATGGAATTGACAGATAAATTAGAAAAGCTAAGTGCTGAAAAAGT 
AAGT T C T GC GGAGT C AAT AGAAAT AGT AGAAT C T T T AAC AAC GC AAG AAAAAT T AGAAC T T G AAGAAT AT AAT AAAA 
GT GTAGAGT CAGAT T CAAAAGGAGAGACTCATATACATCATATGAC AATATC TGAGGAAAAAGAGAAAC TAGTAGAA 


7 


GAGGCAATTGAATTAAAAAAGAAACT TGAACTGTTTGCTCAAGAAAGGCAAGAAGT TATGGATAAAATGAATAAAAT 
GT GC T CGGAAAATGACGATC TCCATAAGAAAT TAACAGAGCTGAAGGAAGAAAGTGACAAAC TACGTGACAATATAA 
ACAT T C T C GT TAAC GAAAAACATAAAC T TAAAC T T GT TAAT GAAGAACT TAC TCAGAACAT TGAAGATT TGAAACAA 
GAGAAACTTGAAATGGTAAAAGAAACGGTAGAAGTAGTTAAAAGACCCAGTATTGATGAAAATATTGACACTCCGAT 
TGGTGAAACGCCCATTGATGATAAATCTTCAAATGAGAAAGGCATAAACCGGTCTAAATCTATGAAGCAGCTGACTA 
AAGAAAT C C T TAAGT TAAAGAATACAAT TAAAGAACGAGAAAATGAAATTGC TGAC TGTCAGATGAAAATAT TGTCA 
C TAGAAGAACAACAAGAAAAACAAAAAGAAT TAT T GCAAAAT C T T GAC T CAAAAGAAGCGAC T T TAAGACGAC TGAC 
AGAT GAGAACACACAAT TAAAGAAAGATAT T GAGGAATTAAAAATAAACAAAGAATCGGATGCAAACAT T T TACAGC 
TTAAACATGATCATGATAAATTGCAACAAGATTTGCAAAAAATTCACCAAGAATATAACTCGGCTATAAACACACGT 
GATT CAAGGATCCATGAAT TAGAACAAC T TC TAT TAGAGTACGAGAAACAAGTGATTACTTATGCCAATTCTTTGCA 
ACAAAAAGACAAAGAGATATCTGAGTATATCAATCAAATTACAATGCTTAACGATCTTTCACAAAAGCTTAAATCTA 
C GATAGAT T T GT T T GAAT C T GAAAAAGTAAAAGAT CAAAAC T TAGAAAGAGGAT TAAATAAACAAATAAC TAT GCAA 
CAAAAGACGTTAGCAGAATATGAAGAAAAATTGCGC AATTTAGAAAAAGAAAAAACGCAGTTAGTTTCTTTAAAAAA 
TAAGCTGGAAAATAAAAACAATAACAT TGAATATGAAATGAAAGCTC TACAGGAAAC TATAGCAGAAAGAACAACAC 
GTATTAATGATTTAGAAATGCAATCTAAAGAATTTTCGTCGCTTATGGCACAGGCTAAAGAGCGTGATGAAGAAATA 
C AC C AAAT AAAGT T GGAAT TAAGAAAAGAAT C T AT AGAAAAT G AAAAAT T AC GT AAGT T AAT T G AAC AAAAAGAT C T 
TGAAATAGATGAACTGAAAAAACGGTTTACAGATGTAACAAATCAACTGAACGCAATTTCTAATGTAGACGTAACTA 
AAAGTGAGCAGTATGCAGCATTGGAAAATAAAAATAAAGAGCTAATGGAAAAGTTGAAAAAGTATGCAGTCAGTTTA 
AAAAAAAAAAC TGCAATGTACTCTGAAC TAGAAAAACGGCTAAATGAGGCTCAAGAACAAC T TGAAATGAAGAATCA 
ACAAGTAGAACAAC TCTGTATTCAAGT TGAAAT TATTCCAGCGTTGAAAGAAAAACT TAAATATGC TGAAGAAGAGA 
TTAATCAATTGCAAACAAAACAAAAAATAC TGGAAAATAAT T T TGAAGAAT TACATAGGGGACAGGCAGAAAACAAG 
ACATTAAAAGAAAGCAACATTGGTCTGGAAAATCAAGTTATGAGTCTTAACACACATTTAGATACCTTAAGTATGAA 
T T T GGAAGC AGC T T AC GAC GAAAAT AGT AC T C T GAAAT C AAAT AT C GAAAAT T T GAAT AAAAAAAT AGT AGAAT AT G 
AAGTAGATCAAAAAAATAGTTCTAATTTATTAACAAAAATAGCTTGTTTAGAAGCTGAAGTAAATAAAAAACAAATG 
CAGCTGACAGAACTCTCTAACGTGCATGACAATCATAGTGAAAAATTAAGTCAAATGCAATTTAGTCATGAGGCCAA 
ACTACAGGAACAAGATATGTACATAGAAAGCTTACAATCTGAAATCGAAAAATACAAAAGCCGTATTGGACGGCTTG 
AAGAAAGTATATCAAAAATGGAAAATAGCAGATTATCTTTAGAAAGGAAGGCAGATCAATTAGATTATCAGTTACAA 
GATAAACAAAAAGCTTATAACGATTATGTCAATCAGGAAGATGAGCTAGTAAGTAGATTAGCTGTTTTAATTGACCA 
T GATAAAGTAGT T GAAAAGCAAC TACAGGAAC T GGAAAAT GAAAATAAAGAAT TAAAATACAAAAT T CAAAAT T T CA 
AAGAAGACCTGCAAAAAGTTAACGAATTACATTCTGTACTGCAAGAAAAGTATCACGTGTATGAAGTTAAAGCAAAT 
AAGTATGATGTAGTTGAGCAAGAATTAAACGACTGTCAAACAAAACTCAGTGATATGGAAATAATGATGAAAAGAGT 
AAC TAAT GAGAATCAGATGACAT TGGC TCAAAAAAACAAAGAT T TGGAGAATT TGGAAT TAGAGT T TAC TACGCAGA 
TCGAAAGCACAATTAAAGATAAAAAAATATTAAGTGAAAAATATGAAAAAGCATGTGAATATGTAAAC AAACTGGAA 
T T GGAAATTCAAGAAAGCAGATC TACAATAGAGAATC T TAC TAGTAAC TGCCGGGACAT TGTC T TAGAAAATCAGAA 
ACTTTTAGAAGAATCTTCTGTTGCAAAACAATTAGCTTGCCCTGATTACACAGAACAATATATTGGTGAAATAAACA 
AGTTACAATCAGTTGTCAATTCTAAAAATGAAGAAATAACTGAAATATCAAATAAAATTCAATCAATACATTCAAAT 
AATTTGTCAAAACTTTCAATAGTGGAAGGCAAAGTTATTGAATTAGACGAAAAGCTTAAATTTTCATCTACCGAAAT 
TTCAAGGTTGCAAGAAGAAATTAGTAGTTTGAAACATAATAACGATAATCTTCAAATTACTTTAGCCCAAAAAGAAG 
ACCAAATAAAACAGCTAATAGAAAATAAAAAACTTGTATTTGAAATGACTATACCAAAAACTGAAGGCATGACAATT 
TCATCCACTATAGAGGCATTAGACACTGAACAAAAACCTTGCGATGTATCCAGCATAGAATCACAAATAATTTCTGA 
AGGAGAT AT T GT T GC C C AAC GAT C AGAT AAC GT T C AAAAAAGGGAAG AAAAAAAGGT GAAAC T T C C AT T AC AAAC AG 
GAC C T T CAGGAGAAATAAT GGAACCAGCAAT TATAATTAAAAAATC T TATATATGT TACAAAAAAGATGAAGAAGT T 
GAAGAAACTTCTATTGATCCCTTTAAC TC TGATGAAGGTTGGGGTTTGGAAGC TAACATAGAATC TGATGAAGTGAC 
ACCTGGAATGGCATACCTTCATAAGCAGATAAATATTTTAAATGAAGCTAATCTAACATTGAAAAAAGATCTTGATG 
T TAGTAACAACAAG T TAC T CAAAGCT T TAAAAAAAC TGAAGGAGTTGAAATCGACGAATGAGATGT TGATGAACGAA 
TTAAAGCTCACGAAACAATTATCTCAATCGTCAATGTTAGATATGGCAATCGAAAATGAGTTGTCTAGTAATGTAGA 
AGT T T TAGAAAAAAAAGTACAGGAT T TAAACAC T GAAC T TAC GAAAGAAAAGCGCGAGAAAGAGGCAATAAAG AAAC 
AAAAT GAAAT T C T TAAAAAC GC TAAC GAC C GTAT GATAGAAAT GAAAGAAAAAAT GGATAAC GAAGTAGAAT T GT GG 
AAATATAACTTCAAACAGGCCAATGATAAATTATCTTCGATGCAATGGGGTGGAGAATCTAAGAGCTATGAATCTAA 
AGGAAGTTTTGATGAACCTATCCCAGTTCAAACTACACGCTCCGTGTATGAAGAGGACCTTCTAAAGGTTGAAAAAG 
AAAACGACGAATTACAAATATTGGTAGATAATCTTACCACCCAAAATAAAACTTTATCTACTCAGGTAATGCAATCG 
AAAGTTGAAATAGATAATCTAAAGCAGCAGTTAGAGGAGCGCCTATCTAAATGTGAGGACTTAAAAAATCAGCTGTT 
AGAGTTAGAGAATAAAAACACAGCTCTCCAAAAAAGTTACACTGTTTGTTCCGAAAATATCTCTTTATTGGAAACGC 
AATATAAT GAAT T GAAACAC GATAGAGAT CAAT TAAAAT GTAGT T T T GAAGACTGTAAAT TGGAGTATGAAAC TAAA 
AATTCTGAATTAGTTGCCAAAAATAACGATCTGGTAGATGAAATACAATCTCTAAAACATTTACAGTCTGAAAATGC 
T T T AAAAT TATCGTCTCTTTATTCT GAAT T AGAAT C T GC T AAGT T AGAAT T AC AAAAT TAT AGAGAT GAC AAAGAC A 
AAAATATGGATTCAATGATTATAGCAGAAAAGTACAATTCTTTGGAAGAAATTAACCTAAACCTTCAGAAAAGCTTT 
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GAT GAGGC AAAT AAAAAT AAT GAAAAAC TAAAAC T T GAAAAT T C T AC AC T T T TAGAGAAAAT T AAC GAAT AT GAAAA 
TAAAATTGATGACTTGACAAAGCAAATAAACCAATTGAATTCTGAAAATGACCAACTGTTGTCAAGCGTTGCAGAAT 

tgcgtgcatctatttctagtgctctagatcaacgaggtttcgaaatagctgaattgtggaaacaacatctagcgcaJ 

AGAGAAAATGAGTTTCAAACGT TAGAACATGATC T TAGAAACCAAT TGAATGC T T T TGAAGTGAAATATGAGCAAC T 
T C T GGAAAACGTACAATCATCAAGTCAGGAGGAAAC TAACAAAAT TGT TATGACAGAGCAAC TCACTTCTTTACAGA 
C TAAAC TACAGGAAAAAGAAGAACAC C T T T TAGAT T TACAAAATAAGTAT GC T GAC GC GATAAGT CAGT TAGATAT G 
TTACGTTCAGAAATTGAGGACGAACGTCTTATGTTAGAAAATAAGTTACTTGTTCAACAAGAAGAATATGAAAATGT 
TATTAAAGATTTAAACTCGAGTCATCAGCTACATTTAAGTGACTATGAAAATAAAAATAAAATTCTCTCCGCTGAAA 
T T GATACAC T TAAAT CAGAAAGTACAAAT T TAGATAAACAT C T T GAAGAAATAAAACAGCAGTACGAAATAGAGATC 
ACAGAAT T GAAGAAACAAC T T CAACGGAAAGAAGT T GAAAT T T T CCAAAAAACC CAT GATTTCACTATTTCTTTAAA 
C CAGC GAAAT GAAGAATT TGAAGT TATAAGAAAACAGT TAGT TGAATATGAGAAAAGGATAGAAGAAC TTACATTCG 
AAAAAGAAT CAGAAC TTGCTATGTTGAGGT TAAAAATACATGAACACGGAGAAACT TCCGCGAAAAT TCAAAAGGAC 
T T GGAGAGT GAAAGAAATAC C T TAT CAGAAGCCT TAAATGAAAAGATTATAGAGTGCACAAATC TGAATAAATC TAT 
T T C T GAC T TAAATAAAGAAT TAAAAGAATAT GCAGATAAAGC T GC GGAAACTCAAATGGTAT TAGAAAGTCAAGAAT 
TAGAAAT T G T TACAC T GAAAGACGAAATATC TAGC T TAAGAGACACAT TGAGATCGGC TAGTAGCAAGGTAGAAAAG 
CAT GTAACAT TTTCTTCTGATACTAAAAAGAATT TAGAAGAAGAAACCCAAAGTAT T T TGAGTAAAGAT T TAT TAAA 
CGCAGTTCCGAAAGCTGAGCTGGATTTGGCCATGTATATGTTGCACCAAAGAGATGTACGTTGTGAAGAGTTAACAC 
TAG AAT T GAC AC AGC TAT T AG AAGAAAGAGAC AC TCTACAGTTACGATTGTCGGATAGTTTACGCTCATAT GAAG AG 
CTTAGATCTCAATTAGCTGGTGCAAATATTGACCAATCTGGTCATGTTTCACCAACCGCATTATCTGACCTATCTGC 
TGCTAGTGCTGT T AC AGAT C GAC AAT T C G T T GAC AC AC AT C GAGGAC AAAC GT C AC G AAGC AG T AGT GT C AGC GAT C 
C C GAC GT AGAAAAGC C GAAAT T GC AAGC T 

>cne628.1.1:A2634G | Tetratricopeptide repeat protein 37 

GT CAAAAGT T T GC T GAAGGAAGC AAGAAAAC T T GT C GAT GAGAAAAATTATAAGGAAGC TACAGAATGC TGTAAGAG 
TAT C T T GAGAAAAGATAAACAGAAC TACTTGGCTTTAGTGCTTCTTGGTAAATCC T TACAAGAT TC TGACCAAGC TC 
CATTGGCATATCAAAAGGCCATTGCCTCTAAACCTGATCAACTTCTGGCTTGGCAAGGCCTTGCAAACTATTACGAA 
AGAAAAAAT GAT GAG T CAAGGAGCAAAT TGTTCTCTATTTATAATGAAATAT TAAAAT TACAGAT TGATGAAGAAAA 
GGCTATAGAAATTGTTAATAAACTTGGACAATTGGGGTGTTTACTTAAAAATAATGAAGCACAGAGCTCTCTAGTTA 
ATTTTTTAGATAAAAAACCAAATGAAAATGTTTATAAAGCTGTAGAAACACAATTATTGCAATTAGTCAAAGCAGGT 
ATTCCATGCAAAGAAGATGATATTCCGAAACTTGTTGAATTTATTCAACATTTGAACAATTATGGCATGGATGAAAA 
CCTTTACATATTACTCGGACAAATCATCCTATCCAAAAAGAACCTCACAAGTGCATTTGAAGAAATATTAAAATTGG 
ATATCTTCCCTGCTTCTGTTATGTTTCGAGAATGGTTGTGCAAATATATTTGTACTTATTTTGTACAAGAACAATTT 
T T T T C T AAT AT GAAT AT T AT C AC AC AAT AT T AC AAT G AT AT T AC T GT T GGC AT T GAG AAT T C T AAAT AT C C T GGCC T 
TTTAAAATCCATGATATTGTTTAATGAAGGTTTATATTTAGATGCTTATAAAATGTGTGTGCCTTTGATAAACTTTC 
ATGAAGCTGATATAACTGAAGCAACATTTGTTATTAAATGTACAGTAATGCTTAAGAAGTGGTCTGTTACCCAAAAA 
TTAGCTTCGAATTTTTTAATAAAATCCAAAAATCAAGATTTCGTTATTGTTTTGAAGAAATTCTTATTTTTATCTTT 
AACTGAACAACATAAATGGAAGCAGGCTATACAGGTTGCAAATGATATTCCACACAGTGCCTTAGATGATAGTGAAA 
AAGCTGCTTTAGCAAGATGTTACATAGAAATAAATGAAAATGTCGAAAATGTTTTACAAAATGTAGAATCGACAGAT 
TATCATGTACAATTAAAAGTGTTGACATTGATGAAACAAAATAAATATGCGGAGATCATTGAATTGTTAGAAAAACA 
AGAAGAAAACTCTTCAAATTTGTTTAACATGGGAAAAGCCTACTGGGAAATGAAGCAATATGATAAAAGCCTAGTGT 
AT T T AC T T AAAGC T GC AAAAT T AGAT GC AGAT CAT GC AGAT AC AT T T T TAT AT T TAGGGAT GT T T TAT C AAC AAT AT 
AAAAAAGATTATGAAAAAGCAAAAAAATGTTACGAAAAAGCTTATAGTCTTAATAATTGCGATATTAACACAGTGAA 
GAGTTTAAGTTCAGTGTATATAAAGCTACAGCTACTTGATGCTGATTTTGATTTATTGACCAAAACTCTACAAAATA 
T T G AAGATGACACATCATGGATAAAT T T TAGACTAGGACTTCATTGTTTGAGGAAGAGACAATGGGAAAATGC TATA 
ATGCGGTTTAGAGATGTTATTAAACATAACCATAATGATGCAACTGCATTTGAGTGCTTAGCAGATGCTTATTATTC 
ACGTGGTTCGTATACGTCAGCTCTTAAGGCATATAATAAGGTTATAGCGTTAGATTCCACAAAAAGCGTCCATTGTT 
TAACTAGAATTGGATTAATTCACTCATTACTTACTTCATATGAAGACGCTTTATTAACATTTCAAAAAGTTTTAGAA 
ATAGATTCTGGATCATTAATAACATTAAAAGGTATTGCAGAGACCTGGATTAGAATTGCTAAAAAGAAATTTGCTGC 
TAAACTTTATGGTAGTGCTAGGGATGCAGCCCAAAATGCTATCAATTATTTGACTGATGCTCTTACAAAAGAGAAAA 
AGCATTTATGTTTTTGGAATTTACTAGCAGACATTTTAATAGTAATAACAAAGCTACCTAATAAATATTCTTACGTG 
TATATCAAAAACATTATACATGATAACAGTGAAGAAATAGTAAAAAAGGAAACACTTGATATTTTCCCTTTAGCTAT 
CTCATGTTATTCACTGATTGCTAAACAGAAACAGCAAGTAGAATCTTATGATTTAGCAAAAACTTATCTTGATTATT 
TTCTTGCTTCAAATGATTTAGTCAACTGTCATATAGCATATAGGCTTACAATTGCTTGCATTAAAAAGAAGCCCACT 
GTTTGGAGACATTGGAATTTACTTGGAAAAATATGTATGTACCTTAAAAAATATGCTTTAGCACAACACTGTTTTAT 
TAAAGCATTATTACTTACTAGAAAATGGTCTGTAGCGAAAATTTGGTGTAATTTGGGAACATTGTATGTTAAAATGA 
AAGGTTACAAATTAGCTAATTACTGTTTTTGGCGCGGGCAATCCACTCTTCCTTCCTATCCGCATAGCTGGATAGGC 
CAGGCACTAATCGCAGAAGCAATACAAGAAGAGGAGGCCATGGATTTATTTAGACACGCGTCACGGTTAGGCTATCA 
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cccagaaagtacatt§|ggatatgccgattgggtttgtcgaactttaaagaatattaaatgtagtgattctgaaacaa 

AATATGTCATTGATGGACTCTATGCTATTCCTTATGCCATGGATCTTGTAAACTGGTTTTTGAGTTTTGAACCAAAC 
GACTCGTATGCAAATAATGTTGTTGGGATTCTGCAAGAAAGAAGTGGCCTTCTTCATAGTGCCTTACAATCTTACGA 
AAAAGCATTAAATTATGTTGATGACAGTAACAGAAATATTGTCCTTTTGAATACTGGACGTATTTACCTAAGGCTTG 
AAAGATATGATGATGCTATAAAGACATATAAGGCTATTACGGAAGGAAGTTTGAACTCCGCTTGTGGCCTAGCCTTA 
GCTCTTTTAAAGAAATGTGATTACGAGGAAGCTTATTCAGTATATGATACAGCATTCCAATGGCTTTGTAATGATGA 
TGAAGAAAAAGCTGATATTTTGGTAGCAATGGCTGGTATATACTACAACTTCAAAGGTGCAGACATGGCTAAAACAC 
T GC T AT T T CGT AG T AT AC AAG T T T C AC AAC AAAAAC C T AC AGC AT AC AG T C T T T T T GC T AT AT GC T C AT T T GG AAT T 
GTCCATTCAGATCAAAGTTTGTCTCGGTTGGCTTTGAGTGAATTAGTTAAATATGAAAAAGATTTTGGATTTGATAT 
AGGGTTTCTTAAATCATTTCTGTTCTTTAACAGCGACTTAAAGTTGTCTATCAAAACTATTTCAAATTCTATTTATG 
AGCATCCCAATAACGCATTTCTTTGGTACTGTATGGCTCAGTACTGTCTTAATTCAAATGATACAACCAAAATAGCT 
AGTGTTTGTGCACAACGAGCATTGTGTTCTGAAAACTTGAATGAATATAACATACATCCAGCTAAAATGCTTTCCAC 
TGCTGGTATTGCTGAACATAGCGTGGGAGATATTCTAAAAGCATTTTCGTTAGCTAAAAAGGGAATTCATATGCATC 
CATTGCATTCAGATGTATGGGCTCTTTTAATATTTACAATGACTAAAAAGATAAAAGAAAATAAGGCTTGGGTCCTT 
AAAAC TGCTAATTTTATGAGAAAACAAT TGAAAGTTTCAAGAAAT T TGAGTAGGTGGATAAATC T T T TAGAGAAAAA 
AC T TACAAAGCAAGC TAGT 


>cne8205.5.4:A837G | Sentrin-specific protease 1 

GTGACATGGATTGAGGAGAAACCAGAAACCAAGAAGTCATCCAAAGTTTACGTAAATGTAGATCGACATGATGTGGA 
AAATGATGAAGATGATGAAGTTATATTTGTCAAAGAAATATCCACTCCACCACCACTCAAGCCATACAAATATTTTA 
TATCCAAAAATAATCTTGCAGAATCCAGAGATAAAAACATCAAATGTTATAAATTATGTAGGAAACCTAATTCTAAT 
TTATCACCTAGAACATATAGTAAGTTTAAAGCGCCTGCGGGTATTACTAAAACATATAAAAGAGCCCCTTCACCAAT 
ACCAAAATGGATGCAAGGACAAAACTCGAATCTCTCCCAAGCAAAAAACAAATATCTTAATACAAATGGCAATATGA 
GAT C AACAC TGTCAGAAATT T T TAAT T TAGATGAAAAGAGAAATTATCAGGAAC TAATAAGAAGAGT TGC TGGGACT 
AT GAAACCAGTTTC T T TGACAAAACCATTAGATAT TATAAAC T TAGC TGAAGACTCGGCTGCCTTTAGACAGACACA 
GAAATC TCAAAAGAATGCAT TAAATGAAATTAAAC TAGTGGAAAAAGGTC T TAGTC TAGAGAAGGATAATGAAATTA 
GCAAAGAATATGATCCTATCACAGTCGCATCTATTAACTCTTCTGATTCTGAAATTGAAATTATACCATCAGATGCA 
T C C AC T AC AT C AT C T AT GCGAAT T G AAC C AAT T AAC T C AT T AAGGGAGT C AT T C AGAGAT AGAGC AAT AAC AT C T AG 
CAATTGGCTCGCTCAAATAGAAAGTAAGTATAGAAAAAAGAAACAGGACACACAAGAAAGGTTAAAgGATGCACATC 
GAGAGTCTGAAATAATATCTAAAGTAAATTATGAACAAAAATTAGCACACTTAGAACATAAACTTAAGTATGAGTTA 
AGTATACCAGAGAGTCTTATAGAAGAAGCTCCAGCAGTGGTTGAACTGCCACCGCTGACACCGGAACAGGAGAAGTT 
GGTAGCCAGGGCTTTGGGGCCCGGCCCACCCGGGCAGCTGCTTATTGAGAAGTTTAATTTGAGAATA 

>cne239.4.1:T1275C | Exportin-1 

ATGGCAACTTTAGAGCAGCAAGCTTCTAAACTGTTAGATTTTAATCAAAAACTTGATATTAATTTACTCGAAAATAT 
CGTGGGGTGTTTTTATTCAACTGTTGGAGATCAACAGCGTGTTGCACAAGAGATTTTAACAGCATTAAAAGAACATC 
CAGATGCCTGGACTAGGGTAGACACAATACTTGAATATTCACAGAACCAAGAAACAAAATATTATGCTTTACAAATA 
TTAGAACAAGTCATCAAAACGAGATGGAAAGTATTACCAAGAAATCAATGTGAAGGCATAAAAAAATATATCGTAGG 
CCTTATAATTAAAAATTCCTCTGATCCTGTGACAATGGAAAATAAC AAGGTGTATTTGAAAAAACTTAACATGATTT 
TGATTCAAGTGCTAAAAAGAGAGTGGCCTCACAATTGGGAGACATTCATAAGTGATATAGTGGGAGCATCAAAAACG 
AATGAAAGCCTTTGCCAAAACAACATGGTGATTTTGAAACTTCTTAGTGAAGAAGTGTTTGTGTTCAGTACAGGCCA 
ACTAACGCAAACTAAAGCAAAACATTTGAAGGATACTATGTGCTCAGAGTTTAGTCAAATTTTTACTCTGTGTCAGT 
TTGTCCTAGAAAACTCACAAAATGCTCCTCTTGTTGACGCCACATTACACACACTTCTGAGATTCTTAAATTGGATT 
CCTTTGGGATACATTTTTGAAATGAAATTGATAAGTACACTTATTTTCAAATTTTTAAATGTTCCAATGTTCAGAAA 
TGTTACTCTTAGTTGTTTAACAGAGATAGCTGGTGTAACGGTGAGTAATTATGAAGACCAATTTGTTGCCTTATTGG 
T T CAAAC TAT GGAGCAAC T T GAAGCCATGTTGCCTTTGACAAC TAACATCCGAGAAGCATATGC TGCAGGAAGGGAT 
CAAGAACAAGTATTTATACAAAACCTTGCTATGTTTCTTTGCACTTATTTAAAAGAGCATGGTCAATTAATTGAGCG 
AAGAGGCCTTACAAATACACTTATGAATGCACTTCGCTATCTTGTATTAATATCTGAAGTTGAAGAAGTAGAAATAT 
TCAAGATTTGTCTAGAGTTTTGGAATGCACTAGTTGCTGATTTGTATAAAATAGCGCCATGCTCCCACTCAACTGGA 
ATTTATAGCTTAGGCAAAAGTGTTGGTCGAAAAGTGCTATATGGAGATGTCCTGAGCAGTGTTCGTTATATCATGAT 
ATCTAGGATGGCAAAACCAGAAGAAGTTTTAGTTGTAGAAAAgjGAGAATGGTGAAGTTGTAAGAGAGTTTATGAAAG 
ATACTGATTCGATTAATTTGTATAAGAATATGAGGGAAACATTAGTATATTTAACCCATTTAGATTACCAGGATACT 
GAGCGTAT TATGACAGAGAAGC T TCAGAACCAAGTAAATGGAAC TGAATGGTCC TGGAAGAATC T TAACACAC T T TG 
TTGGGCCATTGGATCCATTTCCGGAGCTATGTTGGAAGAGGATGAAAAACGATTCCTTGTCGTGGTCATCAAAGAAC 
TTTTAGGCTTGTGTGAGCAAAAGAAAGGTAAAGATAATAAAGCAATAATTGCTAGCAACATTATGTATGTTGTTGGT 
CAATATCCACGCTTTTTGAGAGCTCATTGGAAGTTTTTAAAAACTGTTGTAAATAAACTTTTCGAATTCATGCATGA 
AACTCATGACGGTGTTCAAGATATGGCTTGCGATACTTTTATAAAAATTGCTCTTAAATGTCGTCGTCACTTTGTAA 
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CAACACAAGTTGGTGAAGCATGTCCTTTTATTGAAGAAATATTGAGTACTATAAGCTCTATTATATGCGATTTACAA 
AC AC T T C AAGT AC AC AC AT T T T AT GAGGC AG T AGGAT AT AT GAT AAG T GC T C AAG T T GAT C AGGT AGC T C AAG AAC A 
GCTTATTGAAAAGTATATGTTGCTGCCTAATCAAGTCTGGGATGATATCATCTCCCAAGCATCACACAATGTTGATA 
TTCTAAAAGATCCTGAAGCAGTCAAACAACTGGTTAGTATTTTAAAAACAAATGTGCGTGCTTGTCGAGCACTGGGT 
CATCCTTATGTGGTCCAACTTGGAAGAATTTACTTAGACATGCTAAATGTTTATAAAGTTATGTCCGAAAATATCAG 
TCAAGCTATAGCACTAAATGGCGTAGTTGTCATCAAACAACCTCTGATCAAAGATATGAGGATTATAAAGAAGGAGA 
CTTTAAAATTGATTAGTAATTGGGTTTCCCGTTCCACTGACAATGCAATGGTGTTAGAGAACTTTATTCCTCCTTTG 
CTCGATGCTGTACTTTTGGATTAT C AGAGGAC AGGAG TTCCTGTT GC AAGAGAGC C AGAAG TTCTGTCTTGCATGGC 
CGCAATAGTGTACAAGCTTGGTGGTCATATAACATCTGAAGTACCAAAAATCTTTGATGCTGTATTTGAGTGCACAT 
TGGAAATGATAAACAAAGATTTTGAAGAATACCCTGAGCACAGAACAGAGTTTTTCTTATTGTTGCAGGCAGTAAAC 
ACACATTGTTTCAAAGCATTCCTAAGTATACCACCAGCACAATTTAAGTTGGTGTTAGATTCCATAATATGGGCATT 
TAAACATACAATGAGAAATGTTGCAGATACTGGCTTGCAGATTTTATACAGGTTGCTACAAAATGTTGAGCAACATC 
CACAGGCAGCACAGAGTTTCTATCAAACATATTTATGTGATATCTTGGAACATGTGTTTAGTGTTGTTACAGACACA 
TCCCATGATGCTGGTCTTACAATGCATGCCACAATATTGGCATATATTTTCTCTCTAGTAGAAACTGGTCGAGTTTC 
TCTTCCTCTTGGCTGCACTTCTGACAATATTCTATACATACAG 

>cne2803.9.1:A528C | Alpha-1,3/1,6-mannosyltransferase ALG2 

ATGGTGAAAATATTATTTCTCCACCCAGACCTGGGTATCGGAGGAGCAGAACGTTTGGTTTTAGATGCCGCTTTAGC 

ATTTAAAAGTAAAGGCCACGAAGTTTCTTTTTACACTAACCATCATGATTCTTCGCACTGTTTTTCTGAAACACGTG 

ATGGAACATTTCCAGTTGCTGTGGTTGGTGATTGGATGCCTCGTTCTATATTTGGGAGGTTTAAAGCCTTATGCGCC 

TACACGCGAATGGTTTACGCTGCTATATATCTAGCTTGGTATGTAATACCAGTTGAAGAACCTATGTTAATATTCTG 

TGACTTAATATCGTTGTGTATACCGTTTCTTAAAATGGCACGAGGTTCTCATCGAGTTGTCTTTTATTGTCATCATC 

CTGACAAGCTACTTTCTTCGCGAGGTGGTTTTCTGAAAAAGTTATATAGGGCACCACTGAATTGGTTAGAAGAATTA 

accactgcttgggctgataaagttttagtaaatagtaagtacacagctagagtttatcaggatgc|ttcaaaaaaat 

AAAAGATGTACCAGACATATGCTACCCTTCTATAAATGCTGATTTCTTTAAATCTACTGTGCCTAAAAGCTTAAAAG 
AAATAGTTCCAATTGGTGCTGATAAGTTTGTATTTTTATCAATAAATAGGTATGAAAGAAAGAAGAATTTAAAATTA 
GC AT T AAAAGC AT T AGC T GAT T T AAAGC AGC AC AT T T C T AG T T C AGAT T GGGAT AGAGT T C AT T T AAT AAT GGC T GG 
GGGTTTTGATCCCATTAATTTGGAAAATATGGAGCATTTTATTGAGCTCACAGATTTGGCGGCTGAGCTTGATATTG 
AAGACAAAGTAACATTCATGAAATCTCCAAAAGATATTGAAAAAGTGTCTCTTTTATACAACTGCAAGGCATTACTG 
TACACTCCTTCTAATGAACATTTTGGCATTGTTCCTCTTGAAGCAATGTATTATAGTAAACCGGTCATAGCAGTGAA 
TAATGGAGGACCAACCGAAACTATTGTGAATGATGTTACTGGATTCCTATGTGACCCAACAAGTGAATCATTTGCCA 
ATGCTATGTATAAATTGCTTACAAACCCAGATTTATGTAAAAGGTATGGAGAGGCAGGAAGAAAGAGATTTGAAACC 
AAG T T T T C T T T T G AT GC T T T T AC C AAT C AGC T AGAT GGT AT C T T AAC C AGAGAACGGC T T GC T AT T AC AGAT GC T C G 
AGCAAT T GATGAACCAAAGAAACAAAAA 


Mandania: 

>cne3461.1.14:T2709C | Nesprin-1 

ATTTGCCGGGATGCCGACCGAAAGCGTGAAGACATGAAATGGTTGGTTCAAACGTTAGACATGCTTTCCAACCACTG 
T T C GGACACAGAAGC C CAAGAAGAACAAGT TAAAT TAGAAAATC T TAT TACAAGATATAAAAATCTCATTCCGAC TA 
TAGAAATAACAATGATTAAAACAGAAACATATACGAGATGTTACACGTATCGACGAGAAGTACATGAAGTTATATGT 
ATTTTAGAAAATGCTAAGCAATATGCACAAGTTAAGCCTGATCCGCAGTCGCTTCAACATGTAGAACAACTTGTCTT 
AGAACAACAAGCTGCAGTTCAGAAACTAGATCGTCAACGTCCGTCTGTAATGTCAATGCTTCAGCGAGGCAAGGAAC 
TAATAAAAGATGCAAATGCTCCCGCTTTTGTACGTGAAGATGTACGGAATCTTGAAACTGGATGGTCTGCTGCGTAT 
GACAC CAATAC GGAACGAC TACACAAAC T TCATGACAC TCAAAAAGTGTGGTCAAAT TACGAATATCAAAAAGAAGA 
ACTGTTATCAGATATCAATAAGTTAGAAAGCTATGTTGCTCACCCTGGCTTGGAGCTGGGTGTAACTAACATTGGCC 
GTGAGTTACAGGAAACAAAGGCTATTAATATAGATTTAGAAAAAGCCAAATCCGAAAGACTGCCACAGTTACAAAAG 
GCCTATGCTGAAC TTCAGTCTCTAAC T TCAAATAAACC TAAACCAGT TAT TGAAAAAGACT TAGAGACGATTGAACG 
TAAAATAGGCAGAGTTCATGAAGAGGTTCAGTCTAAAGTTAATCATCTGGAGAAGTTCAATACGGAATGGGTAAAAA 
TTGAGCGTAAGTTAGAAGTTGTTCGTGAATGGATTAAAAAAGAAAGCCCTGTATTAATATCACAAATACAAGCAGAA 
AACATTACCCCAGAAGAGCGTGTTGAAAAATCCCAGGAACTTCAAAAAGTTATTTCAGAAAAACTAGAAATTATTAA 
GAATGTTGCAGACCAAGGGACAAAATTGGCTGTAGAGCACCGCGTACAAGATGCTAACAGACTCAAAGGGGAGGTAG 
C T T TAT TAGAAAAGATGATGGC TGAT T TGCAACGTCATAC TGAACATCAGACCAAAGTCGT TGAACACGAT T TAGT T 
AGTTGGCAGAAGTATCAGAAAGGAGTAGCAGAAATCAAACCATGGATTGAAGAAGCTGAGATTAAGTTAGGTAGTGT 
TCCAAAACC AACTACCTTACCTGAAGCACAGC AACTTCAGCAGCAGTCGAGGGCTTTAGTTTCAGATTGTGACAAAC 
AACTGACGAACTTACAGATTCTATCGAGTGTTAGCCACCAGTTATCAGGCAAAACTAGTGCTCCCGATGAAGTAGAT 
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GCTATTCATTCCAGATGGGCTATAGTACATGACTTAGCTGACCAATGGAACAACAAACTTGAAAAACTTGTAACTAA 
T T GGGAAAACT T TGAAAGAGATGC TACGAAATTAGAGACTTGGGTCAATGAAGGTGAAAAAC TCATAAGTAGTCGAA 
GCATAAACTTAGAGACACCGCAATTAGAAAAACTGGATCGGGAGTTAAATAAACTCAAGTCTTTTGGTAATGAAATT 
TCTCAACAACAAGCGAAAATTATCAGTCTATCACAAATTTGTGATTCCATATGTCACAACATTCAACCAGAGGGAGC 
AGCTGTTTTAAAAAATAGAGTCACCGATATTAAGGACAAAACAAATATGCTTGCTGAATCTGTCAGGTCCAAAGTTA 
ATGAATTTTCAGACAAAATTATTGTACGACAAGAGTTTCTTGCTAAATTACATAATTTCGATAATTGGATAAACGAT 
TTCAAGAGGAAAACTGAAAGTTACGATCAGATCAGCTCCGACAAAGTGGAACCAACCTTGCAGTCTATGCATGTCCT 
ATTACAAGAACATGCTGGAAAAACACCAGAATTCGCTGATATCTACAATGAAGTAAAAAATATGACTTTATCAGCAC 
AC C CAGAAGAATCAAAATC T T TGAGTGACAC T TAC TCAAACAT TGC TGAAAATTATCAAGT TATAGAAACAAACAT T 
CAAAAAAATAAAGGCATACTCCAGAAATGGTCGGATTTGTTAAATTGGTTCGAAGACAACAAACAGCAACTTAACCA 
TATTCAGTACCAAATAGAGGGCCCCAAATTGACTCCTGATAGCTATGAAGCACTTCGCCAAGAACTTGTGAATATTT 
TGGATAAAATACCTGAATGGAAAAGTAATGTTGTGCTTTTAGACGGTCCTTCAAAAATTAAAGTAACTGATCATAAT 
ACGGGTCGAATATTATCACCAACAAGTCTAGTAAAAGAAATAGAAATAAAAGCTGACAATCTCTTAAATTTAGTAAC 
TTCAAAAAGGGATCTTGTTCAAAAAGTAGGTGCGAGATGGGATAAATTCAATTTACAACACAATGCATTAACTCAAG 
TATTGCATCATGTTCAATCGTCACTTAGTGAGATGGCCCAGAAACCAGTACCTTTAACTGAGGGAACCATACAGGAA 
AT GT C C GATAAGT TAGACAGCAT T GAT GCAGAATTAAAGGAAAAAC AATCAGTCCGCAAGGAGC TAAGAGAAGAGGG 
AC T GC AC T T GAT GAGGG AAGAT C AAC C T AAT AT GGGAAC T AT AC AAAGT GC AC T T AC T GC T GC T G AC AAC AGT T GGG 
ACCAAGTTGTAAA@GTTGTTAGAGATACTAAAAATAAGTATATTCTACTTTCATCTACTTTGCAAGAGTTGAAAAAT 
TTTACTCTTGCTTTTGAAAAGGAAATGAGCCGAGCGGAACAAT TATATAATGATAGTAAAGAACCACCAAATGAC TA 
TGTACAGACAGGCCAATTTTTGGATAAATCGAAGAAATGTTATGAAATTTTAAAGCGTTCTAAAGGGTTATTGGACC 
AAATGGATCTTATAAAACAATCGGTTTTAAAACAAGCTTCTACACTAGGTGGATTTGATACGAGCCCGTTAGAAAAC 
GCTTTCTTAAATTCACAAACACAATGGGAAAAAGTAAACGATGCAGCTATAAAAAGGATACAAGATTTAGAAGCGCA 
GTTAATAGTTTGGCGACAAATTGACGATACAAAGAATCAAGTTGTGTCTTGGCTAAGTGAAACTGGACAGAACCTTG 
CAAAT GC T T GC GATAAC T TAGAAATAC GAT T T GGACAAAATCATC TAACGAAGTATCGAGAAGAATTGCCTATTTAT 
GTAGGTCTTAAAAATAGTATTAAAGCAAAATGTGAACAAATAACAAATCTTAATAAAAGCATACCCGTAGGACAAGT 
TGCTTCAATTACCGATTATCTCGATAGTGAGTTTCAGGCTTTGGAATCTTTGGCGGAAAATCTTGAGACTGCTGTTT 
CATCACTTGAATCTAAAGAAATAGCTTTCAAAGATAAAATTAAGCGTATTTCAGATAAGATAAGCAAAATAAGAGAT 
GATATTATAAAATGCGACGATATGTCTGGGGATAATGCTAAGATACTGGATCGCTTGAAAAAATGTCAAACTTGCAA 
AACAGAGTTACAAAGTCTCAATGATGAAATTGATAATTTAACACAAAATGTATCTGAAATGAGTGCAAACTATCCAG 
GTTTCTATGAGTCATTAGTTCCAAAAGAACTAAGTACATTGCAAAAACGTTTTGAAAGTGTATTAGTTCATGCAAAC 
AAAACAGAAACAAC T C TAT T GAC GT T T T T GCAAAAAT TAT T TAC T GATAAAT TAAGCAT GT TTAACAGAAAC T TGAA 
GATATTAGATGATAAAACTAGATGGTGTATGCCTGATGCTTCTAATGACAAGTATAATTTAGAAGTAAAAACAGCAG 
CTCTTTCTGATGTAGAAAGTGGAATAGCTGATTGTGAATCCAAAGTAAAAGAATTAGTAGATGCTTGTAGAATTTTA 
AGTGTTGTAGCTGAACCAATGTGCGCCCAAGAAGCAGCAACACAGACTGAAAAAGCGCAAAAGAATTTAGATGTCCT 
TAAAGCTAATTACCAAGAAATCCAAAAACGCTTACAAGAAAGTTCAGAAACTTGGCAAGAATATGAGACTTTATTGG 
AAAATGTATCCGAATGGCTAAAAGATAAAGAAAATAAAGTACGACAGGAAGCTGCTACTTTAATTGACCTCAGTTCT 
ATAGATCAAAAAATTGCTGAGATAGATGTTGTTGACAAAGAAATTAAAGAATATGGTATTGAAGTTAGAAAGCTTGT 
TGATGTTGGAGATAAAGTTATGTCTCATAATCCTGATTCCCGAATAACACAATATATTACACATCTGGAAAGTAGAT 
ACCAAACTGTTGGAAAATTCATGGACAATCATTTAAATAGATTAAAGGATCTTAAAAAGGATAATGTAGCATATAAC 
AAATCAATAGCAGAGTTCAAGAAGTGGCTACAAAATGCTAATGAAAAAAATTCTGAAGTTGCTGCTATGACGAAACA 
T AC AAAAC C GAC AT TGGCTGATTT GGAAAAC GT T AAGAAAT T AAAC G AAAGT AAAGAC T T AGGT C AGAAAT T AT T GA 
ATAAAGCTATAAGTGATGGAGAAGCTCTTTTCAGTGGTATCACTCCAGAAAATCGTGAGAAAGTCAGGAATGAATTA 
AGAAC C T T GC GAGAT CAGT T T GAAGGATCCGTAGAT TC T T TAAATAATGTAAT TAAAGACATAGAAACAACAATAAG 
TAAACGTTCATCATTAGATGACACATTCAATCAGGTACAAAAATGGATAAGCGACAAGGAAATTGAAATGGGTGAAT 
TTAAACTAGCACCAACTCTGCCTGAAAAGAAAGCACAGCTTCATGCTAGCAAAATTCTTAATCAAGAAGTGGAGTTA 
TATCAATCTATGTTGTCCCAGTTGACTGAAAAAATTAAACTTATGCCTGATGAGGACGCTGAAAAGGCACTGGCTAG 
TATAAATGACAAATACAAGCGTATATCTGATGAGCTTGGTAAAAGAATAAAGGCTTCTGAATCCCACGTGGCCGATC 
ATGAAAAATATGTACAAATGTTTGAGAGTGCACGGGACCGCCTTACCCATATAATAGCTGAAAACAGTTTGGTAAGT 
T AC GGAGT AGT AAC T CAAAAAGAC GAC GT T GAC T C TAAAAT TTCAGCAATT GAAAAAAT C AC T T C T AAAT C GGAAGA 
AATTGATAAAAATCTTGATAAGTGTAAAAAACAGTTGCATGCTGTTTTAGAAACTACGAGTCAAAATGGTCACCCTG 
TGCTTATCAGTGAGTTCGAACAACTTAAAACAACGTGGGATCAGTTTGCTTCCCAATGTAAGGAGCATGCCGTTAAA 
CTTAAGGAAACTTTGACTCAGTGGAATGCGAGTCAAAAGAAATTAGATGAGTTAGAAGAATGGTTAAAGGTTAAGGA 
AAATCAACTAAGGGATCAAAGTTTAAAAAGCGATCTTGAATCTAAAATTGGACATTTACAAAAAGTTAAGGAAATTC 
AAACAGAATTAATAACCAGGCAGCCAGAATTTTCAGCTTTAACTAGCAACCAAAATGTTACAGCTGAATCTGAACTT 
TCATCAAGAACTTCCAAATTAGCAACTACGTATCACACTCTGAGTAACTTAGTTAATGAAATTATATCTAAATACGA 
AGTATTTGTATCTGAGCATCAAATATTTGAAACAGAATATAAGAACATGGAAACTTGGCTCACTAACATGTTGGGAG 
ATTTACAAGACCTCAATGAAATTGTAGGTGACTATGCAATATTGCAAGAAAAGCAAAACAAAGCCAAAGAACTTTAT 


12 


GACAGTAGAAACAAAAAGAC TCCTGCTTTTGAAGAATTC T TAAGTTTAGGAGAAAAAC TGTACAC TCACACAAGCCC 
TGATGGCAGGGAAATAATTCGTCAAAAAATACGCAAAATAAGGAGCTTGTGGGATAGCTTTGGAGATAGTTTCCAAG 
AAACAGTAAACAAATTAGATCAGTGTCTCCTACAGTTTTCAGATTTTTCACTAGCTCAAGAACAATTAACCAAATGG 
T TAAAAGAT GTAGAAAAAGC CAT GCAAAAGCATACAGAGC TAAAAGCAT CAC T T GAGGAAAAGAAAGCCCAAC T TCA 
GAACCACAAAATCATGCACCAAGAAATTATGGCCCACCAACAACTTGTAGAATCCGTTTGTGATAAAGCACAACAGT 
TAGTTGATCAAACCCATGATGCTTCCTTAAATATTTATTTGCAATCCATTAAACAACTTTTCCAAAATATAGTTACT 
AAATCACAGAACCTTCAGGATAATTTAGAAGATTGTGTTAAGAAACATGAAGAACTTGTACGTCTCATACAGGCTTA 
TAAAGAATGGTTTAGTTCTCAATCAGAAAAGTTATTAGATATAGAAAACGTCATGGGTGAAAAACCTGAAATAGTAA 
GAAAACTTCAGACAGCAGTTGCTTTAAAAGACATCGAAAAAGTGGGTTCTAGTAAGTTAGATGAAATTCGAACGTTA 
TTTTCTACTGTGAGTAAGAGTACATCAGAAGTAGGAAATGCAGTTATTAAAACAGAAATAGATAATTTACATGATCA 
ATT GAGAAAAGGAGTAGATAGTAT T GGAACAT CAGAACACAAAT TAAAGCAAACAT TAGAGGTTTGGAATAAATTCG 
ATCAAACAATAGAATCTATAACTGACTGGCTAAAAGATATGGAATCTAAATGTAGAGATCAAACGTTATGTTCTATG 
T TAGAAGAGAAAGAAT C T CAGT TACAAAGATATAAC GAT C T CAGAAACAATAT C TAT GC TAAGGAAAAAGAAATAGA 
CGTTTTTGTTGATGAATCGCATAGTCTTATTCAGCTTAGTGGCGTAGAGAGACTTAAACCTTTAGTTACTCAAGTCA 
ATAACCGGTACCAGCAACTGCATTTAATATCGAAAGAAATTGTAAATCATTGGTCAGAACTAGTAACAGATCACAAA 
AAGTATATTCAACTTAAAAATGAATTTGAATTGTGGCTTCGTCCATTAGAAGAACAGTTAGCTCAGATCACGACAAA 
AGAAGATAAAATGAGTATTGAAAGTAAAGGGAATAAATTACAAAAACTCTTATTAGAAAAAGATAATGGTGAACATA 
AAAT AGGAGT T CTCACTAGTGC GGGT GAT AAAG T T C T GC C AGAAAC T GC AAC T AAT GGAAG AG AAAT AAT AAGAGC T 
GAAATAAGAGAT T TAC GAGCGAAATGGGATAAAT TCAATGATGGCATTATTCAACAGCAAAAAGATCACGAGTCCCA 
AGCCTTGCAATGGTCTAGCTATCAAGATGTGCTCCAGCAGACTTTGACGTGGTTAGATGAAAAAGAAAAACTTATAG 
AATCAGAAGAAAAAGCTACGCTTAATACAGCCCAAGAAATAAAATCTAAATTATTAAAAAATAAAACACTGTTACAA 
GAAATCAATTCTCACAAACGAGTTATTGAAACAGTAACAGAAAAAGCAAAAAATGTAGCTGGCGTGCATTCTGATAA 
ATCTGAAAATGATAAAATGGCAGCCACAATTAAATCAATTTGGGATCGATATAATACTTTGACAAATAGACTAAGTG 
CTGTAATTAACAGGCATGAACAATCCTATGAAATTTATCAACAGTTTGCTGATCAACAAAAAGCTCTACAAGATTAT 
CAAAAAAATCTATGGGATCGTTTACATGGTTTATCAGATTTTACAGGAAATAAGTCTACATTAATGAATAAATTATC 
TAAGATACAAGAGTTATTAGATGCTGTACCAAATGGAAATAACAAATTAAAAATTTTGTCAGATTTAATTGAGAACA 
ATGAAACTAAGCTTTCACCGCGTGGCAAAAAAGCTATGACGCGGGAGCTAGGCATATTAAAAGCAGATTTGGAAAAG 
T T T AAT GC T AC T GT AC AT GAT GT C AAGAGAGGC AT AG AAGAT AAAAT T C AGC AAT GGAT T GAGT T T GAT AGC GC T AG 
T GAT C GAC T GCAACAT T GGT TAAC T GACACAGAAAT GAGC C T CAAAACATATACAC CAAAAGC TACAC TAGAAGAAA 
AGAT C GAT C AAC T TAATAAGTAC 

>cne!411.6.4:A2699C | Histone-lysine N-methyltransferase ashl 

GAT GGAT CAAGTAGTGAAATGGAAATCAC TCC TCAAC TAGTGACAGCGGCGATCCAACGAGC TACAGCTGATTCATC 
AGGATCTGAAAACGAATGTTCTAATTCAGATGCTACTCATCAAAATACTTCACATTATGCTTCAAGCTTGTTGCAGC 
AATTTGTCGAGCAAACGCAACTACTAAGTAGTACTGCGCCGTTGCCTTCTATCAATACTCCGGCGGCGTGTGGTTTG 
ACCACTAATTCTATAGAAGGAGTGGGATCGATAAGTGATTGTGTATTAGGCCAAATAAATAATTTAACAGACATACA 
GCCAATCCCTTCAAATTTTTTAAATGGAAATCAACAACATTTAATATCACAACAAACTGAAGCACTTTCTCAAATAA 
AT AAAGC C C T T GAAG AC C T AAC AT C AGT T AC AG AC T C T GT GGAT AT AT C AAT AC C T AAT C C AC C GAGT C T AGAGGAT 
T GT GT C GATAATAAC GAT T T TAT GAATT TAGATATAAC T TCAGGAGGCTCAGAGATCGGAAGTGCAAGTGATC T T T T 
AAAAAGTTCGCCCATTACTGTTACAAACAATGATGGCAATTCTGTAAATCGAATAGACTCACAAAAACTAGATAGTA 
TCAGTACTAATTCAGTAGAATCTCAAGAGGATGTAAAAAACGTAGTCGTTGAATCAAGAAGAAAAAGAGGGCGGCCT 
AGAAAAGTTAGGAAAGTTGAAAGATATGATAATAAAAAATCTGAATCTCAGAAAGAGGACAAATCGGTAGTAAATGT 
GATTAATGACTTCCACAATAATAACGATCCGCCCAATGTATCACCCGATTCGGGAATTCTATCAAATCACAACTCAC 
CTACACATTCACCATTAAGGCGACACGATGTCGATGAAAGTCATAGTAGACATAGTCGAAAGTCGATTCAAAAAGAA 
AAT AGT AC T AT AG AAAG AAAAAGT AT GAGGT C AAAAT C C T T AAC TAG AAAT AGAAC AAAT AGAT C T GAT T C GAGT GA 
GTGTGATTTTCAGAAGAAGAAAATAGAAAATGAGTTTAAACAAATAAAAACAGAAGCACCGTCGCCAGTTCCATTGA 
AACAAGAAC AACAAAATAAAT T T GAGAAACC TAAGAAAAGTGATCACAAAC TAGATAT TGCTGCTTTAGATAGAATG 
TTGTATGCTACTGATAGAGTATTGTATCCACCTCGTAAAAAAGTAGGCCGGAAACCACAGTCAAAAACTAAAGCAAC 
TAAAACTACACCAAAAACTTTAAAAGATAAAAACCAATACGATTCCGGTGATAGTGATGATGATTCCTTGCCGTCAA 
ACAGATCTGTTTTGTCTGGCGTATATGCAAAAAGAAAAGAACTGAATAGTAAATTATCAAATTTATCAAAGAACAAT 
AAAAATAAC AAAC C TAT T GCAAAT GC T T GGAGAGATCATCAAAGTGAAAACGAAGCAGC TGT TGATGATCCAT TGGA 
C C C GACAT GGAAAC AAAT T GAC C T TAAT C CAAAATACAAAGACAT T C T T T C T GGATACAAGAGT GAT CAT GAAT T TA 
AACCCTATAAAAGTTGTAGTAAGTTAATAGAATCTGGCTATAAAAGTGACTATGGTTGCAGATCTGGATATAAAACG 
GACTACTATCGGTCAGGATATAAAAGCGACCACAAGTCTGGCTATAAAAGTGATAAATCTGGATATAAAACTGATTA 
T AGT G T AAGGAGC AT GAGGAGGC GAAC GC GAAAGT TAAAAAAG AC GAGAT C AGT TAG AAAC C GAT C GT AC T AT AAAA 
ATCAAAAACATTTTGTATCAGATCAAGAAATTATGATACTAACAAATAAAACATTTAGCAGTTTAAATTTAGGACAC 
AGTTCTAGTGACTCAGAATGTGATACATTTTTACGCAAGTCGAATGCTAGTCCGAAATATGTTAGTGTGTGTACGAA 
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ATATCCACTACCTTCACGATATAACTATGGTTTTACTAAATTAAATCAAAAACATGTACTAAGGTTAAATGCATCAG 
ATCCTTTCGCACCGGGTCCAGTATTTAGTGGTTTGCAACGACCAGTAACTACCTATAATATTTTCAAAATAAATCAT 
AACAATAATAACACTTTGTTAAAGTCACCATCTAAAGCAAGCCACGTAGGCAAATCATTGCCTTCTCTAAAACCGGC 
ATTTACTCATAAATTTGGAGCGTCTCCAATATTTGTTAATTCCAAAACATCTGCGTCAAAAAAAGACAACGATGTAG 
CCAAATATACATCTTCATTATCACCTAAAAGTCGCAAGCAAGTTAAAACTGGACCATCTTCGTCACCCACAACAAAA 
AAAGAAAATGCATTGAAGTTGTTACCTAGTATATTTGAACGAGCTAAAAACAGTTATGTTCCAAACAAATCATTGTT 
AAGAAACGTGTTTTTGAATTTCAAAAAGCCAAATATCAGACCATCTTTTCACATAAAGAAACACAGAAGAACTGTAG 
TACTAGCACCTCCTAAAATCAATTTAAAACCATCTGAGAGGCCTTCACGGCTTACTATTAAAACAGAAGTTAAGCAT 
CATAGGCATAGAAGTAAAAGAAGACATCGTTCTAGATCAGTGTCCAAGTGTAGAGACAATTCAGTTGATTTGGTCGA 
CCAGAAATTTACTCAAGACATGGATGGATTAATATCTAATTTCATAAAGCTGTGTCAAATTGCTCCTAAGTTAATAA 
CAAj§TTCTACGCAAAGTC AACAGAAAGTAGTCGAGAAGGAAAAACCTTCAACAGAATTACCACCGCCAAAAGTAAAT 
AAAAGAGTATCGAAAAAGCGGAAAACATCAGATAATCAAGAAGT TGTGACGCCAACATC TAAAAGAAGACATAAAAA 
AC AAT T AAC T G AAT C AC AAAAT AAAGG T GGAAAAGAC AC T AAT GAAC AC AAAT T AC C AT T G AAAAAGAGAC AT T AT C 
ATATCAATTCTTCTACAAGTAATTCATTAAGTTTGAGTTTGGTCACAACCGAATTTGACGAAAATCTAAAACCCAGT 
AGTCCCGATAAATTTTTATGTACGGAAACGGATTGCCTCGGAGAAAATAATGAAGAATCTCCTAAAACTAAATGCCC 
AT C T GAAAAAGGAAGAAAAGTAAAC GACAC C T CAAAAGCGAATGGTCTTGTGAACATGAATGATT TAAAAGCTAATG 
T T GAAAGT TCGCCAAGATCAT TAAAAACTACTAGCGTCTCAATGAGTGATGACAGCATAC T T T TCAAAGATGAAGAA 
TTGATTTGCACATCTCCTAAAGATCAGTCAACTTCGCCATCTATTCTTGATGATGTTTTAATAATTAAAAAACCTTC 
TCCAGATCAATCTGAATTGTCTAAAAAAATATATGAAACCTCTGAAAAACTTAAAGCTGTTCACAAAATGGTTCACG 
ATT TAGAAAAAT C T T TAC C TAAAACAAAAGAC GATT CAAAAC C T GAAT TAT C TAAAAT T GAAAC AAAT C GAATAT C T 
T CAC CAAGAT C T GAGACAAAGGCATCTCCGATACGTAATTCTGCTCCTATCGTGACACCCAAGAAACGACACCGAT T 
AGAAGCTGATAAAGTTATAGCTCATTCGAGTTTAGATCAAGTAGTTCAATCACTATCTAAAAAGTTATCAGAAGACA 
AAACCATCAACAATAATATAGTCAAAGATTCAACACAAAGTGATATCAATGATGTTGATAAATCAAATGAACAGTCT 
GCAACAAATACTGATGAATCTAACAGCAGCAATTCTACAATAGATCCGCTAAAAAGCATGTCGGCTCGAACCTTGTA 
CAAAAG TTCAATACCTCCAGCTCAGAAATCAGAAATTATGACACGGAAAAAGAATAGAT TAGAAGGTTTGAC TAGTA 
ATTTGGTTTCAAAAATAAATCCAAGTGCAGCTACAAAAGTTTTGGACACTCTCCTAAACAATAACATTCGAAAATCA 
ATT GAAT C T C GAAT T T TAGAAAAGGAAAAGAGCAT T T CAGAAC C T T CAAATAAAT C GT C T GAAG AAAAAGAAAGACA 
CAAGGAATCCCCTCAGATGAATACAAGGGCTAGTGTTATAAAATCTCCAGTTTCAAAAGCAAAAGTGATGATAGATA 
ACAAGAAAGCGAAAGGTGATGTACAGGAAGATTCAAACTTAGTAGTTAATGAGGATAAGCCGACAGGTATTTTTGAA 
CCGTCTGTAGATTTAGAAGATCAAATACCCAAATCATCTATTTGTGTCAATAGTATTTTAAGCGATACTGGTAAAAA 
CAAAGGGAAATCTAAGGCTGGCGAAAATAGAAGTTCATTGTTGTTACCAATAGACACTGAAGCTGATATACCTCTTG 
CATTGATATC GGAGAC T AC AGAT C C T G T AAT AAGGC C T AAAAG AGGAGAAT CAATTGCTTCTGTGCTATC GGAC AAA 
ATTCAAGAAACGACCGGTGGGCATAATTTACGACAAGCAAAGAGGAATATAAACTCTGAAAACGAAGAAGCCAATGA 
AAAGAAAAAGAAGAAAACATCAAATAGTATTATTAGAGAAAGTAAATTAGTGTTACCAGCAAAAATATTGTTGCCGA 
AAATACAAAC T GAAAAAT TACAAGT C GC T GAAC T TAG TAAAAAGACTGC TGTGGCAGAAAATGAGGCTGAGACAGTA 
GAAT C TAAT GAAAAAAGTAAT GAT T C T T C TAAAAAGAAGCC TAGAAGGCGTAAAGCTATCAATAGAACCGGCTTTCC 
AAGTATCAAGAAGAAGAAAAAGAAAGTTGAGTTAAACAATAGTTCTGCTAATGTAACTTCAGATAATCACTTAACAT 
C T GAAGATACAGACCACTCCGCATTTGAAAGAGTTCC TAAAGATGGAGAAGC TATGAGTAGT T TCATAGAACGTAC T 
CACAATACCGGTGCTAAGAAACCAGAAC T TAAAGT TGT T T TGAATAAAGATGAAATGCCAAAGCATGGGCGAT TGAC 
AGTTGTAGCATTGGAGAAACTACAAGGGAAAGAGGTTAAGGACAATAAAGCTGCTGTCCCAATTAAATCAAATGAAA 
AGAAAAGCAATATACTAAGAGCACCCGCTTTGCAATTAAAACAAACTAAATTAGATAAAGAAATTAAAAATCATGTT 
AATAAATGGGAAGTACTGAGTGAGACGGACAGCATTCCATCATTGACAAGTTCTTTAGGTAATGATCCAGAAGATAG 
TATCCCATTGAGTTTACTTAATTTAAAACCTAATGCCAATAAACCTAAATTGGAGAACTTGGAAACATTAAAACGTA 
AAAC AAGAGC TAT GT CAC C GT C AAAT GAAAT T GAAGAAATAT T T T C AAAGAGAAAGCAT GTAGAGAAAAACAATAAA 
GTAGGATTAAGGCCAAAATCAAGTCTAGCTATTTTATATCCTAGTGAAAGGCGATTTACAAGAAGTTGGGATGCAAA 
T GAC GAAAC TAAAAGTAAAC C TAAAAAAGTAATACC TAAAAAGTCAC TACC TGAAAGTGCT TCCGAAAAAAGTGT TA 
AACCCTTAAGTATAGCAGCTAGGAGGAAATCTAGGTCATGTCAAATGAACAAGAAAGTTTTGGAAGTTCAATCAAGT 
T C AC GGG AAAG T T C AT T AGAT AC T GT AAT C AGT C G AAGGC T AC C T T C T AAG T C T C GAGAAC C T T C T AT GGAC AC AT T 
GGATAAT GAT GAAAATGAACC T T TACCAT TACACGAGAAAGAGATAGAC T T TGAAAAGAGTATAGATACAC TC TC TA 
AGAATATAATATCCAAGAAGAGAGTTGCCTCTTCACGTGACGAAAGTCCAGCTAGTAGTGTTGATAATCGAGACAAG 
CCAGTCGTTTCCAAAAAGAATCCTCGTTTAAGAAAGAAGTTTTTGGTTGCGGGATTGTTCTCAGATTATTACAAAGA 
A 


>cnel086.2.2:A384G | Tetratricopeptide repeat protein 21B 

CAAGTGCAAAATGGAATTAACGATTTGACTCCATTACAGTCTGATAAAGATTTGCAATTAGCTGTTGCTATAGCCCT 
CAT T TACAGC TATAAACAAT TTAATGCTTATGAAAGAGAAGACC TC TACAAC T TGGAATC TAAGT TGAAAGAAGACC 
GCAAGAATGCAAGTTCTACTTCATTCTACTTTGCTGGTCTTTTTTTATCTTTAGCTGAACGATATGAGAAAGCATCA 
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GATCATATTAATAAATCGTTAAGGAAAGATCCTAACAATATTGACACTGTTATCCTTAAGGCATGGAATGATATGTA 
CAT GAATGAACTTACCACTTCAATACCTGATTGTTTCGAGTTAATTC TACATAAGAGTGACAGAAATGT TGAAGCgT 
CATTGGGATTAGCAAGATTTAAATACCTGACAAAAGACTACAATGTATCTAATTTGATTCTAGATAAACTAATAGTT 
AATAACCCTGGCCAAGTTCTTCCACTTATGGAAAAATTAAAAAATGAACTGGCAGCACAAAAATGGGAATCTGTTTA 
TGATGCAGTTGAGAGAATTCTGTCTTTAGATCCTGCCAATACTGAAGCATTAAAAATAAGGATTTATATTGCACTTT 
GCAAAAATTCGGATCATATAGAAGCAGTTGATCAACTTAACACATACTACTCAATACTTGAAAATGAAGAAGTCACG 
AATGGCTATCAATTTTATAATATTGCCCAATTATTCTCCCGAGCCTGTGGACGGTCAAGTGCAGTTCTTTCACAAGT 
TTACAGATTTGCACAATATGCTTCAGAACTTTACCC AAACAATGTTGATTATTTAAGTGAAGTTGGCTACCAGTGTA 
TACTGCAAGGGAAATATAAAGATGCATTAAATTTCTTCAAAGCTGCTTCTAAAATAGATAGTAACTCAATAATTACT 
C TAT GC GGC T TAAC AC T T T GT C AGAT G T T T GAAAAT GGCC CAACAGAC C AGAT T T C AC AAC AAGT T GAGC T C T T G T T 
TGAAATGCAGGGAACACAGAAATTTCCCATGTTATACTTATTATCAGCTCAGTTGAATAGTAAAAATAATAACGCTG 
TATCATTTCTAAACAAAGCAATAGAAGCCCAATTGTCACAAGTTGAAAAACTTCCATTTAGCATGTCTTATATACAC 
CAGTTAGATCCAGATTTCATAATGGAAGTTTACAAAGAGTACAAAAAACATTTACCTAAAAAGCCTTTTGTAATTAC 
GGGTTACTTGCTATATTTACAAAATGATAGTAGTGATTTGGCTGCTGCTTGCATTAATATTTTGACTACAGTAGTCA 
ATGCTTGTCCAGGACTTATCCCTGCATTATATGAGTTGGCTAAAATAAAATTTTTATTTGGTTTTGCAAATGAAGCA 
C AGAAAC T GGC T C AAC AAAT AGGAGAT C T T GAT AAT AC C C AT GC T GGT T GT C AGAT GT T AT T AGC AC AAAT T T AT AT 
ACAGCAACAAGCAT T TAAAAAAGCTGACCAAAGTC TAGAAAC T TGT T TAAGTTATAATTTTAAAGTGAAAGACAGTG 
CTATGTATAATTTATTAAAGGGTGTTATTCTGAAAAATGACAACCAACTGCATGATGCCTTGTCACATTTTAATAGC 
AGCCTACAAATGCTGACAAGCAAAAGTAATGTGCATATGAACAAGCAATATGATGCCGATTTGAATATAATTGACAA 
AGCTACATTATATTTACAAATAATTGAATTACAAACAACTTTGGGTTTCTTGGGCGAAGCTGGAAAAATGATG 

>cnel23.6.3:T427C | Leucine-rich repeat-containing G-protein coupled receptor 
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ACCAGTCTCAACGTTTCATACAATGAAATAGCCACTTTTCCGGAAAGCTTAAAGAAATTTTACAATTTATTAACATT 
TGATATAAGTGGAAATCAGCTGAGAAATATACCAGAAGATGCACTACAAAATTTAACTTCATTAGAAGTTTTAATTC 
TATCCCGAAACTATTTAGAAGAGTGGCTGAATATTAACCCTAATGTCTTGCTGCAACCAGCAACTAGCTTAAAAACT 
CTAGATTTATCTCAAAATAAATTTAAATCATTATCAAATCTGGCGAATCAAGAACTCTTAATTAGCTCATCCTTAGA 
AAATCTAATTTTAGATAATTGTGAAATAAATTCTGTATACGGAAGATCACCGCTTAGTGGCCTCAGCAACATAAGAG 
TGTTAAAAATTAATAGCAACCCAATAACACAATTCCGAAAAjgTAATATCACCTACTTTGCGAAGCCTTTATATGAGT 
AAT T GT C AAC T C AG T T AT AT AAAT C AT GAC G AAC T T T C T T AT T T AC CGT C AT T AG T AT AT T T AAAGAT GT C AC AC AA 
C T T T C GC T T AGAGT T AT C T AC T AAC AC C AAT AT AAT AT T T T C AGAT T C C C T AAAAT T T C T AGAT AT AT C C T AT T GT A 
ATGTATTTCAGCCAAATTTAAGAGGATTTCCTAATCTTAGAAGAGCTATAATCAATCACAATATGATACGGTATTTA 
AAAAGCAATGAATTTACAAATAATTCAAAATTAGAGTATTTAGATTTATCGTACAATAATATAGGATCTATAAAAAG 
TGACACTTTTCGTGGTCTTAGTATGATAAGATATTTAGATTTGTCTTGGAATGAAATAGCCCAAATACCAGAAGATA 
GCCTTTTGGTCATGCCTTCACTGACGCAGTTAAAGCTTTCAAGAAATTACTTAACAAGAGTTGGTCACCTCAAATCA 
ACATCTTTATCAATTTTGGATCTTAGTTCCTGTGAAATAAATACAGTGGGTAAAGACTCACTTGAAGGTTTACCTTC 
AGT C AC AGAC T T AGAT T T AT C T C AC AAC C T T T T AT C AC AT AT T C C AG AT AG T AT T T C AT C AAAC AC AT T G AAAAAT T 
T AAAT AT AAAT T AT AAT AGAG T C AG T T C T GT T AGT AAT T AC AC T T T C T T T AT GC T ACC AC GAC T T ACC AG T T T AAGC 
GTTGTCGGCAACCGCTTTACAATGATTTGGAACAAGTCTTATTTTGATTCCAATTTATATTTGGAAAGCCTTGATTT 
AAGC GAC AAT AT G T GGCGT T GC GAT T G T T C GGAT G AC AAT AT G T T C GAT T T C T AT G AAT AT GT GAC AT T AG AAC C AA 
ATAAAAAAGAAGAATCATATAATCTTATATGTAACAGTCCCATTCAGGTGAACGGTCAAAGTTGGTTAGAGGCGTGT 
TACTTTGTATGGCACCCCAATGAAAAAACAGCTAACGTAGACAGTGTTATTTGGTTCATCATAGTTATGATAATTGG 
ATTAGCGTTATGTCTCATATTAGTTAATGCTATTAGGAAATCTATGAAGAAA 

>cne3461.1.14:T2338C | Nesprin-1 

ATTTGCCGGGATGCCGACCGAAAGCGTGAAGACATGAAATGGTTGGTTCAAACGTTAGACATGCTTTCCAACCACTG 
TTCGGACACAGAAGCCCAAGAAGAACAAGTTAAATTAGAAAATCTTATTACAAGATATAAAAATCTCATTCCGACTA 
TAGAAATAACAATGATTAAAACAGAAACATATACGAGATGTTACACGTATCGACGAGAAGTACATGAAGTTATATGT 
ATTTTAGAAAATGCTAAGCAATATGCACAAGTTAAGCCTGATCCGCAGTCGCTTCAACATGTAGAACAACTTGTCTT 
AGAACAACAAGCTGCAGTTCAGAAACTAGATCGTCAACGTCCGTCTGTAATGTCAATGCTTCAGCGAGGCAAGGAAC 
TAATAAAAGATGCAAATGCTCCCGCTTTTGTACGTGAAGATGTACGGAATCTTGAAACTGGATGGTCTGCTGCGTAT 
GAC AC C AAT AC GG AAC GAC T AC AC AAAC T T C AT GAC AC T CAAAAAGT GT GGT C AAAT T AC GAAT AT C AAAAAG AAGA 
ACTGTTATCAGATATCAATAAGTTAGAAAGCTATGTTGCTCACCCTGGCTTGGAGCTGGGTGTAACTAACATTGGCC 
GT GAGT TACAGGAAACAAAGGC TAT TAATATAGAT T TAGAAAAAGCCAAATCCGAAAGACTGCCACAGT TACAAAAG 
GCCTATGCTGAAC TTCAGTCTCTAAC T TCAAATAAACC TAAACCAGT TAT TGAAAAAGACT TAGAGACGATTGAACG 
TAAAATAGGCAGAGTTCATGAAGAGGTTCAGTCTAAAGTTAATCATCTGGAGAAGTTCAATACGGAATGGGTAAAAA 
TTGAGCGTAAGTTAGAAGTTGTTCGTGAATGGATTAAAAAAGAAAGCCCTGTATTAATATCACAAATACAAGCAGAA 
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AAC AT T AC C C CAGAAGAGCGTGTT GAAAAAT C C C AGGAAC T T C AAAAAGT T AT T T CAGAAAAAC TAGAAAT T AT T AA 
GAATGTTGCAGACCAAGGGACAAAATTGGCTGTAGAGCACCGCGTACAAGATGCTAACAGACTCAAAGGGGAGGTAG 
CTTTATTAGAAAAGATGATGGCTGATTTGCAACGTCATACTGAACATCAGACCAAAGTCGTTGAACACGATTTAGTT 
AGTTGGCAGAAGTATCAGAAAGGAGTAGCAGAAATCAAACCATGGATTGAAGAAGCTGAGATTAAGTTAGGTAGTGT 
T C C AAAAC C AAC T AC C T T AC C T G AAGC AC AGC AAC T T C AGC AGC AGT C GAGGGC T T T AG T T T C AG AT T GT GAC AAAC 
AACTGACGAACTTACAGATTCTATCGAGTGTTAGCCACCAGTTATCAGGCAAAACTAGTGCTCCCGATGAAGTAGAT 
GCTATTCATTCCAGATGGGCTATAGTACATGACTTAGCTGACCAATGGAACAACAAACTTGAAAAACTTGTAACTAA 
T T GGGAAAAC T T T GAAAGAGATGC TACGAAATTAGAGACTTGGGTCAATGAAGGTGAAAAAC TCATAAGTAGTCGAA 
GCATAAACTTAGAGACACCGCAATTAGAAAAACTGGATCGGGAGTTAAATAAACTCAAGTCTTTTGGTAATGAAATT 
TCTCAACAACAAGCGAAAATTATCAGTCTATCACAAATTTGTGATTCCATATGTCACAACATTCAACCAGAGGGAGC 
AGCTGTTTTAAAAAATAGAGTCACCGATATTAAGGACAAAACAAATATGCTTGCTGAATCTGTCAGGTCCAAAGTTA 
ATGAATTTTCAGACAAAATTATTGTACGACAAGAGTTTCTTGCTAAATTACATAATTTCGATAATTGGATAAACGAT 
TTCAAGAGGAAAACTGAAAGTTACGATCAGATCAGCTCCGACAAAGTGGAACCAACCTTGCAGTCTATGCATGTCCT 
AT TACAAGAACAT GC T GGAAAAACAC CAGAATTCGCTGATATCTACAATGAAGTAAAAAATATGAC TTTATCAGCAC 
ACCCAGAAGAATCAAAATCTTTGAGTGACACTTACTCAAACATTGCTGAAAATTATCAAGTTATAGAAACAAACATT 
CAAAAAAATAAAGGCATACTCCAGAAATGGTCGGATTTGTTAAATTGGTTCGAAGACAACAAACAGCAACTTAACCA 
T AT T C AG T AC C AAAT AGAGGGC CC C AAAT T GAC T CC T GAT AGC T AT G AAGC AC T T C GC C AAGAAC T T GT G AAT AT T T 
TGGATAAAATACCTGAATGGAAAAGTAATGTTGTGCTTTTAGACGGTCCTTCAAAAATTAAAGTAACTGATCATAAT 

acgggtcgaatattatcaccaacaagt|tagtaaaagaaatagaaataaaagctgacaatctcttaaatttagtaac 

TTCAAAAAGGGATCTTGTTCAAAAAGTAGGTGCGAGATGGGATAAATTCAATTTACAACACAATGCATTAACTCAAG 
TATTGCATCATGTTCAATCGTCACTTAGTGAGATGGCCCAGAAACCAGTACCTTTAACTGAGGGAACCATACAGGAA 
AT G T CC GATAAGT TAGACAGCAT T GAT GCAGAAT TAAAGGAAAAACAAT CAGT C CGCAAGGAGC TAAGAGAAGAGGG 
AC T GC AC T T GAT GAGGG AAGAT C AAC C T AAT AT GGGAAC T AT AC AAAGT GC AC T T AC T GC T GC T G AC AAC AGT T GGG 
ACCAAGTTGTAAATGTTGTTAGAGATACTAAAAATAAGTATATTCTACTTTCATCTACTTTGCAAGAGTTGAAAAAT 
TTTACTCTTGCTTTTGAAAAGGAAATGAGCCGAGCGGAACAATTATATAATGATAGTAAAGAACCACCAAATGACTA 
TGTACAGACAGGCCAATTTTTGGATAAATCGAAGAAATGTTATGAAATTTTAAAGCGTTCTAAAGGGTTATTGGACC 
AAATGGATCTTATAAAACAATCGGTTTTAAAACAAGCTTCTACACTAGGTGGATTTGATACGAGCCCGTTAGAAAAC 
GCTTTCTTAAATTCACAAACACAATGGGAAAAAGTAAACGATGCAGCTATAAAAAGGATACAAGATTTAGAAGCGCA 
GTTAATAGTTTGGCGACAAATTGACGATACAAAGAATCAAGTTGTGTCTTGGCTAAGTGAAACTGGACAGAACCTTG 
CAAATGCTTGCGATAACTTAGAAATACGATTTGGACAAAATCATCTAACGAAGTATCGAGAAGAATTGCCTATTTAT 
GTAGGTCTTAAAAATAGTATTAAAGCAAAATGTGAACAAATAACAAATCTTAATAAAAGCATACCCGTAGGACAAGT 
TGCTTCAATTACCGATTATCTCGATAGTGAGTTTCAGGCTTTGGAATCTTTGGCGGAAAATCTTGAGACTGCTGTTT 
CATCACTTGAATCTAAAGAAATAGCTTTCAAAGATAAAATTAAGCGTATTTCAGATAAGATAAGCAAAATAAGAGAT 
GATATTATAAAATGCGACGATATGTCTGGGGATAATGCTAAGATACTGGATCGCTTGAAAAAATGTCAAACTTGCAA 
AACAGAGTTACAAAGTCTCAATGATGAAATTGATAATTTAACACAAAATGTATCTGAAATGAGTGCAAACTATCCAG 
GTTTCTATGAGTCATTAGTTCCAAAAGAACTAAGTACATTGCAAAAACGTTTTGAAAGTGTATTAGTTCATGCAAAC 
AAAACAGAAACAACTCTATTGACGTTTTTGCAAAAATTATTTACTGATAAATTAAGCATGTTTAACAGAAACTTGAA 
GATATTAGATGATAAAACTAGATGGTGTATGCCTGATGCTTCTAATGACAAGTATAATTTAGAAGTAAAAACAGCAG 
CTCTTTCTGATGTAGAAAGTGGAATAGCTGATTGTGAATCCAAAGTAAAAGAATTAGTAGATGCTTGTAGAATTTTA 
AGTGTTGTAGCTGAACCAATGTGCGCCCAAGAAGCAGCAACACAGACTGAAAAAGCGCAAAAGAATTTAGATGTCCT 
TAAAGCTAAT TACCAAGAAATCCAAAAACGC T TACAAGAAAGT TCAGAAAC T TGGCAAGAATATGAGACTTTATTGG 
AAAATGTATCCGAATGGCTAAAAGATAAAGAAAATAAAGTACGACAGGAAGCTGCTACTTTAATTGACCTCAGTTCT 
ATAGAT CAAAAAAT T GC T GAGATAGAT GT T G T T GACAAAGAAAT TAAAGAATAT GGTAT T GAAGT TAGAAAGC T T GT 
TGATGTTGGAGATAAAGTTATGTCTCATAATCCTGATTCCCGAATAACACAATATATTACACATCTGGAAAGTAGAT 
ACCAAACTGTTGGAAAATTCATGGACAATCATTTAAATAGATTAAAGGATCTTAAAAAGGATAATGTAGCATATAAC 
AAATCAATAGCAGAGTTC AAGAAGTGGCTACAAAATGCTAATGAAAAAAATTCTGAAGTTGCTGCTATGACGAAACA 
TACAAAACC GACAT TGGCTGATTTGGAAAACGT TAAGAAAT TAAACGAAAGTAAAGACT TAGGTCAGAAAT TAT TGA 
ATAAAGCTATAAGTGATGGAGAAGCTCTTTTCAGTGGTATCACTCCAGAAAATCGTGAGAAAGTCAGGAATGAATTA 
AGAAC C T T GC GAGAT CAGT T T GAAGGATCCGTAGAT TC T T TAAATAATGTAAT TAAAGACATAGAAAC AACAATAAG 
TAAACGTTCATCATTAGATGACACATTCAATCAGGTACAAAAATGGATAAGCGACAAGGAAATTGAAATGGGTGAAT 
TTAAACTAGCACCAACTCTGCCTGAAAAGAAAGCACAGCTTCATGCTAGCAAAATTCTTAATCAAGAAGTGGAGTTA 
TATCAATCTATGTTGTCCCAGTTGACTGAAAAAATTAAACTTATGCCTGATGAGGACGCTGAAAAGGCACTGGCTAG 
TATAAATGACAAATACAAGCGTATATCTGATGAGCTTGGTAAAAGAATAAAGGCTTCTGAATCCCACGTGGCCGATC 
ATGAAAAATATGTACAAATGTTTGAGAGTGCACGGGACCGCCTTACCCATATAATAGCTGAAAACAGTTTGGTAAGT 
TACGGAGTAGTAAC TCAAAAAGACGACGTTGAC TC TAAAAT TTCAGCAATTGAAAAAATCAC T TC TAAATCGGAAGA 
AATTGATAAAAATCTTGATAAGTGTAAAAAACAGTTGCATGCTGTTTTAGAAACTACGAGTCAAAATGGTCACCCTG 
TGCTTATCAGTGAGTTCGAACAACTTAAAACAACGTGGGATCAGTTTGCTTCCCAATGTAAGGAGCATGCCGTTAAA 
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CTTAAGGAAACTTTGACTCAGTGGAATGCGAGTCAAAAGAAATTAGATGAGTTAGAAGAATGGTTAAAGGTTAAGGA 
AAATCAACTAAGGGATCAAAGTTTAAAAAGCGATCTTGAATCTAAAATTGGACATTTACAAAAAGTTAAGGAAATTC 
AAACAGAATTAATAACCAGGCAGCCAGAATTTTCAGCTTTAACTAGCAACCAAAATGTTACAGCTGAATCTGAACTT 
TCATCAAGAACTTCCAAATTAGCAACTACGTATCACACTCTGAGTAACTTAGTTAATGAAATTATATCTAAATACGA 
AGTATTTGTATCTGAGCATCAAATATTTGAAACAGAATATAAGAACATGGAAACTTGGCTCACTAACATGTTGGGAG 
ATTTACAAGACCTCAATGAAATTGTAGGTGACTATGCAATATTGCAAGAAAAGCAAAACAAAGCCAAAGAACTTTAT 
GACAG TAGAAACAAAAAGAC TCCTGCTTTTGAAGAATTC T TAAGTTTAGGAGAAAAAC TGTACAC TCACACAAGCCC 
TGATGGCAGGGAAATAATTCGTCAAAAAATACGCAAAATAAGGAGCTTGTGGGATAGCTTTGGAGATAGTTTCCAAG 
AAACAGTAAACAAATTAGATCAGTGTCTCCTACAGTTTTCAGATTTTTCACTAGCTCAAGAACAATTAACCAAATGG 
TTAAAAGATGTAGAAAAAGCCATGCAAAAGCATACAGAGCTAAAAGCATCACTTGAGGAAAAGAAAGCCCAACTTCA 
GAACCACAAAATCATGCACCAAGAAATTATGGCCCACCAACAACTTGTAGAATCCGTTTGTGATAAAGCACAACAGT 
TAGTTGATCAAACCCATGATGCTTCCTTAAATATTTATTTGCAATCCATTAAACAACTTTTCCAAAATATAGTTACT 
AAAT CACAGAAC CTTCAGGATAATTTAGAAGAT TGTGT TAAGAAACATGAAGAACTTGTACGTCTCATACAGGCTTA 
TAAAGAATGGTTTAGTTCTCAATCAGAAAAGTTATTAGATATAGAAAACGTCATGGGTGAAAAACCTGAAATAGTAA 
GAAAACTTCAGACAGCAGTTGCTTTAAAAGACATCGAAAAAGTGGGTTCTAGTAAGTTAGATGAAATTCGAACGTTA 
TTTTCTACTGTGAGTAAGAGTACATCAGAAGTAGGAAATGCAGTTATTAAAACAGAAATAGATAATTTACATGATCA 
ATTGAGAAAAGGAGTAGATAGTATTGGAACATCAGAACACAAATTAAAGCAAACATTAGAGGTTTGGAATAAATTCG 
ATCAAACAATAGAATCTATAACTGACTGGCTAAAAGATATGGAATCTAAATGTAGAGATCAAACGTTATGTTCTATG 
T TAGAAGAGAAAGAATC TCAGT TACAAAGATATAACGATC TCAGAAACAATATC TATGC TAAGGAAAAAGAAATAGA 
CGTTTTTGTTGATGAATCGCATAGTCTTATTCAGCTTAGTGGCGTAGAGAGACTTAAACCTTTAGTTACTCAAGTCA 
ATAACCGGTACCAGCAACTGCATTTAATATCGAAAGAAATTGTAAATCATTGGTCAGAACTAGTAACAGATCACAAA 
AAGTATATTCAACTTAAAAATGAATTTGAATTGTGGCTTCGTCCATTAGAAGAACAGTTAGCTCAGATCACGACAAA 
AGAAGATAAAATGAGTATTGAAAGTAAAGGGAATAAATTACAAAAACTCTTATTAGAAAAAGATAATGGTGAACATA 
AAATAGGAGTTCTCACTAGTGCGGGTGATAAAGTTCTGCCAGAAACTGCAACTAATGGAAGAGAAATAATAAGAGCT 
GAAATAAGAGATTTACGAGCGAAATGGGATAAATTCAATGATGGCATTATTCAACAGCAAAAAGATCACGAGTCCCA 
AGCCTTGCAATGGTCTAGCTATCAAGATGTGCTCCAGCAGACTTTGACGTGGTTAGATGAAAAAGAAAAACTTATAG 
AATCAGAAGAAAAAGCTACGCTTAATACAGCCCAAGAAATAAAATCTAAATTATTAAAAAATAAAACACTGTTACAA 
GAAATCAATTCTCACAAACGAGTTATTGAAACAGTAACAGAAAAAGCAAAAAATGTAGCTGGCGTGCATTCTGATAA 
ATCTGAAAATGATAAAATGGCAGCCACAATTAAATCAATTTGGGATCGATATAATACTTTGACAAATAGACTAAGTG 
CTGTAATTAACAGGCATGAACAATCCTATGAAATTTATCAACAGTTTGCTGATCAACAAAAAGCTCTACAAGATTAT 
CAAAAAAATCTATGGGATCGTTTACATGGTTTATCAGATTTTACAGGAAATAAGTCTACATTAATGAATAAATTATC 
TAAGATACAAGAGTTATTAGATGCTGTACCAAATGGAAATAACAAATTAAAAATTTTGTCAGATTTAATTGAGAACA 
ATGAAACTAAGCTTTCACCGCGTGGCAAAAAAGCTATGACGCGGGAGCTAGGCATATTAAAAGCAGATTTGGAAAAG 
TTTAATGCTACTGTACATGATGTCAAGAGAGGCATAGAAGATAAAATTCAGCAATGGATTGAGTTTGATAGCGCTAG 
T GAT C GAC T GCAACAT T GGT TAAC T GACACAGAAAT GAGCC TCAAAACATATACACCAAAAGCTACAC TAGAAGAAA 
AGAT C GAT C AAC T T AAT AAGT AC 


Brimia: 

>cne6566.2.1:T111C | Cell growth-regulating nucleolar protein 

GTAACCTCAAAAAACATGGTTGTCTTTACTTGTGGCCATTGCGGAGAGTCTGTCAACAAGCCTAAAGTGGAAAAACA 

TTATTTAACTAAATGCAAAAACCGAAACCCTAAfCTATCATGCATGGACTGTTTTAAGGACTTTTTG 

>cne293.8.1:T183C | Fas-associated death domain protein 

ATGACCCTATCGGAGTATACACGACTTAAACAAGATGTTGTTTTAAGCTTTGCTAATAATGAAAATCATACTGCGAT 
C T T AAAT GT GC TAAAAG AAT T T T AC AAAGACGAC AT C GAC T C TAAAAGGAGAT T T G AAAAAAT C T GT AC TAT T GT T C 
AAT TAC TAAAAAC T T TAGAAAT TAGAGAgATATTGTC TGAAGATGACATAGGACCC T TGAAAGAAATAGC TCGTAAG 
CTAAACAGTACCACCCTGTTAAGGAAAATTTGTGACTACGAAAGAAATCATATACCCAGGGAAAACATCAATTATTA 
T 


>cne4269.3.1:C933T | Zinc finger protein ush 

GAAGACGAGGAATGGGGAAACGAGAGCGAGGCGATGCCAGGAGAACCTCGCACACCGAGCTCAGGGGGTGAAAGGGC 
GGCGTCTAGCGGAGATGCCTCACCCACTTCGGAAGGCTCCGCCACAGCTTCGCCTCCACGATTACGCCTCAACACAA 
GCCTTGCTACAGATCCAGCACTCGCACCACAAGCTGCACCACTTAAACATGAACCCCCTTCGCCATCGCCACCGCCG 
CAACCTGCGCAGCAAGCAAGAGACTATATAGCTTTAACTGCAGCAAATTTTCCGGCGCTATTCCCAGC AACTGCAAC 
TCCGCCTGGTTACATGTGCCAACCATGCGGGATTCGTTACTCTTCACTGAGCACGCTTCAAGCGCATCAAGAACATT 
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AT T GC T C CAAAAGGAGGACGAAACCAGATGGCAC TGAGACACC TGTCGACAGAGCTGCGGATGAGTCTAGCGGAGAA 
T C T AAAGC T C C T CGAC C AC T T GGC AAGC AAT AT GC T T GT AC T T AC T G T T C C T AT AGC GC T GAT AAGAAAG T T AGT T T 
AAACCGCCATATGCGAATGCATTCTTCTTCACCTGTAAGCAGTGGTACCCCCGCTCCAACACCAACTTCTAATGGTG 
ATTCTACAGAAGGTCCACCTTCCCAAGATCGGTACTGCGTTGACTGCGATATAAATTTTAGTTCTGTTAAAACTTTT 
CGTGCTCATAAAGCAAATTACTGTAACACGCGACAAGTAGTAAAACAAGCCCTCGCTGCTGCAAGAGCTGGTTCCGT 
CACATCGGGGTCTGCTCCGCCTTCGCCGGGCGCTACTCCTCCTGCAGCAAATCAATATGCACTTGCTTTACCAACAA 
ATCCCATTCTTATAGTACCTTACTCTATTTTACGAAGCGCTAGCACATTGCCGGGCACCACTCTTCCTGATCCAGAT 
ACTCCATGgTTTCTGTTACCTAATGGTACGTTTCAGCCTTTAAGTCGCGCGTTACCTAATTTGAATGCAGAAGTTAA 
AGAAC CAGAAGTCC TAAAATCTGCTAATCGACC TCGGGAACCATCGCGAGATGGAGCAACGCC T T TAGAT T TAAGCG 
T T CGAC G T AC AC C T G AAT C C T T AAC AGC T GAC GAT CAT G AG AAAG AAAAT AGAGT GCGC T C T AC GAC AC CAGAGCAA 
ATTGTATGCGCTCCTTCACTGCCTGGTTCTCCAGGTACACCATCTCCATCAAGACGTTCTTCCTCACCAATCGGTGA 
AATATCTCCGAAAAGACGTCGACGTAATTCAAGAGGCCCCACCCCAAAGCCTCCAAGTGTATCATCTCCACCAGATC 
AAAAATTTACAGCTTCACCAATCATACCTCCAGCAGTAGCATTACGACTTGCAACAGAACTACCTGTAACTGCTGCC 
ACTCCACAAGTACTTGTTAAACAAGGAGTTTCGAAGTGCAAAGAATGTAATATAGTGTTTTGCAGATATGAAAACTA 
TCGTGTACATAAGCGATATTATTGTTCAGCGGGTAGTGGAGAAGAGAGAGCTAGTCCTGCACCACCTGAACCGGGTC 
CTCCACTGCAATACCGGCAATTGATTTGTCTAGCCTGTGGCATAACTTTCAGCTCTTTAGATAATCTGACAACTCAT 
CAATCATACTATTGCACGAAGAGAGAGACCAGATCGCCACGAAGTGTGACGGATGCTCCACGACCGTCCTCGGGACC 
GGAAGGGGGT T GG AAAT GCC C T T GC T G T G AAGT C AT AT C T C C AAC T GC AGC AGC CGC AC AAAGAC AT AT GG AAGC AC 
ATGCTGGGGTCAAAGCTTTCCGGTGCACTATCTGTCGGTACAGAGGAAACACATTACGAGGCATGCGCACTCATATT 
CGCATGCATTTCCGTGAGAAACCAGCTGATTTACAG 

>cne22329.2.1:A1358T | NF-Xl-type zinc finger protein NFXL1 

ATGGCGAGGAGGTATCGCGACGCTGCCGCGAAACTACAGAGTAATGTTCAAAAACATTTGCAGGTGATGAAAGATTT 
GTCGTCCTCTGAAGACGAAGAACCGTTTGATTCGAATGTCCTGGAAGGTGTATTTCAGAATTACTGTAAAGGTGGAG 
GCGACAAACAATTGCTGAACAGAACAAAGAATCTACTAGAAGAAGCAATAAGTGGCCGTTCAGTAACTTGTCTCATA 
TGTATAAGCTCTATCAAACGTGTTGATGCGATTTGGACTTGTAGTCACTGTTACTCATATTTCCATCTATCTTGTAT 
ACAAAAATGGGGTAACGATAGTGTAAGTTTGCGCAGTGAGGACAACTCTGGCCCTGTTACTGTATTTAGGCCCCAGA 
AAATAGAATGGTGTTGCCCTAAATGTAGAAATTCGTATAGCAAAGATGAAATTCCTCGTAAATACCGCTGCTTTTGT 
ACAAAAACTGAAGATCCTCCATTTCATCCATGGCTACTTCCACATACATGTGGAGAAGTATGTGAAAAAAGACTCTC 
AGACGGTAATAATTGCAAACATAAGTGTCTCTTGTTGTGTCATCCTGGACCATGCCCACCATGTCCTCAAACAGTTA 
ACAAAGTGTGTTTTTGTGAAAAGGAACATAAAAAAGTCAGATGTAGTTCATCAAGATGGTCTTGTGGAGCTCAATGT 
AAGCGATTGTTACTTTGCAAGTCACATAAATGTGAAAGTATATGCCATGATGGTGATTGTCCTCCTTGTAAATATAC 
CAGCTTACAATCATGTCAATGCGGAGCTGAAAAATCCAAACGTCCATGTAATGACTTAATGTGGCAGTGTAACAAAA 
AATGTAATAGGCAATTTTCATGTGGCTACCATATATGTGAAAAAATTTGTCATTTTGATGAATGTGGAATTTGCCCA 
T T T T C T GGAGT GAGAT C T T GT C C T T GT GGAGC T AAT C AAC GAT AT AT T G AAT G T C C AGAT AC AAT T GAAAC AT GT C T 
TGGTACTTGCAATAAAAAGCAGGATGATTGTGAACATAGCTGTCCAGAAAAATGTCATAAAGGTCCTTGCCCTCCCT 
GTCAAGTTTTAGTTGAGAAGAAATGCGTATGTCAAACACACTTTAGATCTCTGCCTTGTAGTAGGGAATTCAAATGT 
GAAACAAAATGCAGAGGCATGAGACCTTGTGGTAAACATGTTTGTGGCCGTAAGTGCTGCAATGGAAGCTGCCCACC 
TTGCATAAAAATTTGTGACAAACCATTGCAATGTGGTCGTCATAAATGTACTTCTATTTGTCATCATGGGCCGTGCT 

atccttgtccaagagaatctaagattacatgccgttgtaaagaaactt|cattacagttccctgtggcagagaaaag 

CATGTAAAACCCCCAAGATGCAATTTACCATGTAAAATTAAATACAAATGTGGTCACGTTGAAGATAACAAGCATGT 
ATGCCATTTTGGCGACTGCCCTTCTTGCAAGGCAATTTGTAACAAGAATTATGAAAAATGTGACCATGTATGTAAAG 
CTATATGTCATGAATTTGTTTTAGTTGAGTTTAAACAAATAGAAAAACCTGCTACTCCCTGGGAAGTGCAACCTGTA 
AAAACGAAGATTGTAAAATTAGATTGTCCTCCATGTGAAACACCAGTGGAAGTAATATGTTTTGGGGAGCATGAAAC 
AGAGACTCAACCTTGTCATACAGCTTCTAGAAGGCCCTGTGGACGCGAGTGTGGCAAACCACTTTCTTGTGGAAATC 
ATTCTTGCAGTCTACTTTGTCACTTATATAAACATGATCCAGCTTATCCATCAGTGCCTTATAATTGCAAACCGTGT 
GATAGAGCCTGTTCTGTTATCCGTCCAGAAAAGTGCACTCATAAATGTGCATTACAGGCTTGCCACCCAGGTGCATG 
TCCTCCATGTAATTTATTAGAACGTATACCATGCCATTGTGGTGTCGCAGATATATATTTACGTTGTTCGGAAATTG 
CAACAGCTACAGAAGAGATTCTAAGTTGTAAGCAACAATGTCCAAAGACCTTAGAATGTGGGCACCGCTGTAAGAAT 
CAGTGTCATTCTGGAATATGTGGATCCAATCAAACTTGTACTAAGAAGACAAAGATCTATTGTCCTTGTGGTAATTT 
AAAGAAAGAGGCACCTTGTAATGTTGTAAGGAAACAAGAAGTGAAGCTTACTTGTAATGAAAGTTGTGAAGCTAAAA 
AAC T T GC AGC AAAAAT AGAAAAAG AGAAAGAAG AGC AGAGAC T TAAAGAAT T GGAGGAC GAAAAAAAC C GAAGAGAA 
C T T GC T GAATAT GAAT GGAAATTAAGTGAGAAGAAGAAGAAATATAAAGAAAAGAAGGT TGTGGT TAATGTAGACAC 
TCGAAATTGGCTTCAAAGATATTGGGTTCCTATTTTAGCTGTACTTGTAGGATTAATTTCCAGTGTTTATATCCTTA 
GCATT 


>cne37625.2.1:G450A | Ankyrin repeat domain-containing protein 27 
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ATGGCTGGTTCTTATGACGAAATAATCTCCGAAAATCCATTCTTCATTGAACTTAAAAAAGAATACACAAGTTTGTT 

CCATCATTGTATATCTGAGTCGTGGATAATTTGTGTACCGAGGATAGGCAGCTTGACCACTCGTGTGTTTACCGTCG 

AGGATTTCTGTGCTCATATCCTCGTACCAAGCGATGAGTTACCTGAAACTCACTACAGCACACTCACCGAAAAACAG 

GCAACCGTAGCCAACAAAGTAATAACTCTTGAGGTTACAAAAGGATTACCACTTCAGAGTCACATACTTTTTGAAGA 

AACTTTCTATACAGAAGACTTTATAAAATATATGGTGTGGTGTATTGAAACACCATTAGAACCGTCAACTAGTGTAA 

gtgaaaatgtgtcaaaagattgtcttacatgtatcaatgattgtattgacttactatggacacaJgcagctggacgt 

CAAGTGCTAGACCAAATTGAACTGAATGTGCAACTATTTTTAAAGAAACATACTACATTACCAATAGCTATAGCACC 
TTTAAAAGATCTAATTAGTGATTTATACACTCAAAGTTTGCAGTCTGCCCTCCAAAACCGTAGACTACGAGAGAAAA 
CAAAAAATTCTAAGCATTTATTGGAAAATATCAAATTAGCTGTAGAGAGTTATATGCAGCATTTACTGTTTGATACA 
ATTTTTAAAGCAATATGTACCAGCTGCGCATACGAAGACTCTCATCTTAATAAGAAAATAAGAAATATGTGCGATAT 
CCAGTTACGAGACCTTGATATAAAAAAAGAACTCTATCACGCAGTGCCAAAAGCAAAGCAGATTTTATCAAAAATCA 
ACACATATAATACTGTATTAGAAAAAGTTATTTGTCTTAAACAAGCCCTTAATACTGTCAACAAGATCGATAGTAGC 
AATAATGTTGTTCTTTTAACTGCAGATGACCTACTTCCAGTATTTGTTTTTCTTCTAATAAAGTCAGGGTTGCCTAA 
TTGGTACAGTCATTTGAC T TATATGAAAGAATT TAGACTTAGCGGCCTAGGAAAAAGTGAAGGAGATGAGAGTGACT 
TTCTTATCACAACTTTGGAAGCTGTCATTGAACATATCCAATCTGGTGCATTAACAGGCCCACCTAACCCAGAAGCC 
T AC T AC TAT GAC AGT AAC TTCACAATTGAT GAC AAT AT AAAT AAC AAC AGAAAAAGC AGT T T GAC AGAAT C T GT T T C 
TACATCATCTGGGAGAGAAGAAACCCTGGAATATGTTTTTGATTTAATAAAAGCCAATCACATTGAGCAAGTTGGTA 
TTTTACTAGAAAAAAATCAAAAACACATAGACAGTATTCAAAAAAATTATAACTTTGCAGTAAACATTGCTGCTGAT 
GAACAGGAT GAT GAT GAC GAAGATGAGGAAGATGAATATGAAAATATGAC TGAAATATATCAAAAGT TATGTCACCC 
TCTTTGTAATTGTAGAAAGTGTAGCTCTAAAATATCTAAAAACTTAGTGAAGATATCTCCTACTGTCAGTTCAAGAG 
ACAGTCATGGATTAACACCATTACATGTGGCATGTATACATGGAAAAGCTTCAATAGTAGAAATACTAATTGATATG 
GGT GC T GAGGT T GAC AC AAC T GAT C T C AAT G AAT G T AC AC CC T T GC AT T AT GC AGC T T C T AGAGGAC AT C AAAAT GC 
TCTGTTGCTGTTACTACATAGTGGTGCTAAAGTAAATAAAATAAATATTGATAAAAACACACCACTTCATCTGGCTG 
TTAATAATGGCCATTTAAATTGTGTAAAAGCCCTCATATATTTTGCAGAACATGGTCGAAAAAATATAATGATAAAT 
TGTAAAAATGAAAATGGTAACACTCCTTTGCACTTAGCCTCAAAGTGGGGTTATGAAGGTATTGCCAAATTATTAAT 
AGAAAATGGTGCTGAACCATCTCTACAGAATAATAATAATAAAACTTCATTTGATTATGCACACAATTTGAAAATAC 
TAAATGTTCTCAAATCGAGCACTCCAAATTTATTTGAATACATACACATCACAAGTTCCCAAGTTAAAACATTAAAT 
TGTAAGTCAGATGATTTTGTGTCATTGAAGTTACAGAATTTAAAAATCAAGCCAAATGAGACGAGTAATACTTCAAA 
AAC TATAGAAAAT C T GAAAAGAATTGATAGGATC T TGCAAGCCATAACAT TCGGAGATGTGAAGC TTGCTTGTTTTT 
ATATGAACATTGATTATGATAACTATGTTAATACAAAGAGTGAAATAAATCGATCATTGTGTCATCCTCTTTGTGAG 
TGTTCGGTTTGTAAAAATACCAATTTACGAGTATCTGATTATGATGTTGATTTTGCAGACACTAATGGTTTTACCGC 
ACTACACTATGCTGCCCAATATGGATTAGATGAGTTGTGCAATATTCTATTACTAAATAAATCTAATGTAAATTGTT 
TTAATAAAAAAGGGGAAACACCTCTTCATATGGCATCTACAAATAACAGAATATCAGTAATTAATGTTCTCCTTAAT 
AATGGAGCTAATATTAATGCCATAGATATTTCTGGCAACACTCCTCTACATAATGCTTGTGAGATGGGAAATATAGG 
GGCAGCTAAAACATTGCTATGTTATAAACCAGATATCACCTTGTTGAATGGCTCTAATAAAACTGCATTAGATGTAG 
C TAAAGCTAAGGTTCAC T TAACAATAATAGAT T TAATAGATAAACATAC TAAGC AA 


Tenedia: 

>cnell306.1.2:T60A | ATP-dependent RNA helicase p62 

T T GAAT G T T T T GT TACAAGAGAT T GGT GAAAGT CAAGAAC C T GGAGCAAAGACTATAATTTTTGTTGAAAC TAAAAG 
AAAGGTTGAAAATATCACAAGAAACATAAGGCGTTATGGGTGGCCTGCTGTTTGTATGCATGGTGATAAATCACAGC 
AGGAGAGAGATGAAGTTTTGTATCAATTTAAACAGGGCCGTGCTAGCATTCTTGTAGCTACAGATGTAGCTGCTCGA 
GGA 


>cne5833.2.1:A108G | Cyclin-dependent kinase 9 

ATGCAAGGCGTAAGTGCTCCTCGTGAGCCAGCACCAGTCGCCAGTACAAGTTCTACCATCCTAAATATGAGAGAAAA 
GGAGAAATACATAGAAGAT T T C GAAT T TAGiT T C T GT GACGAGTCT TCGAAATATGAAAAAGTAGCTAAAATAGGTC 
AAGGGACGTTCGGGGAAGTCTTTAAAGCCAGAGCAAGAAATAGTAATAAAAAGTTTGTAGCAATGAAAAAAGTCCTT 
AT GGACAAT GAAAAAGAAGGATTTCCCATCACAGCTTTACGAGAAATAAAAATAT TACAAC TC T TAAAACACGAAAA 
CGTGGTAAATTTGATCGAAATCTGTCGCACAAAGGCAACAGCTATTAACAAATATAGGTCAACATTTTATTTAGTTT 
TTGACTTCTGTGAGCATGATTTAGCTGGACTGTTATCGAATGTTAATGTGAAATTTAGCTTAGGTGAAATTAAAAAA 
GTTATGCAACAGCTTTTAAATGGACTTTATTATATACATAGCAATAAAATTTTACATAGGGACATGAAAGCTGCCAA 
TGTATTGATTACTAAAAATGGTATTCTAAAGCTAGCAGATTTTGGTTTGGCGAGAGCTTTTAGTGTGGCAAAGTCAG 
GACAAGCCAACAAATATACTAATAGAGTAGTGACACTTTGGTATAGGCCTCCTGAATTGTTATTA 
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>cnel2476.6.1:A395G | Type II inositol 1,4,5-trisphosphate 5-phosphatase 

ATGAATCACGAAGAAATTAAATCTGTGGTACAGGAGAAGTTCTTACCAAGTGAAAAAGTAACAGCATTTCTATGTGA 

TGCTAAAGTGTTTCATCCAGAATGTGTAAAAACAGATAGACTTTTAGCAATCGTCGAGTACGGAGACGAAAAAGCTG 

TTTTTTGTTTATTTACGTCATGTTACCCACCGAAGTCTTTCACCGATTTATCTATAGAAATAGTTTTACCTATCGAC 

AATAGTTTAAAATGTGATATCGACAACAAACCATCAGATTTAGAAACTATACTCTTTTTAAATCTTCAGTCTCGTTC 

TAATAC GAT TAAGATTGAAATCCAAATGAC TCCACGAGTGGCCAAC T TCGTAGACGATTTGTTTCGTGGAATAGAAT 

AT G TAAACA§CT TACAAACGCAACC TGAC TTTGTTTGGCTTAAGAAGTACAACGGTAAGAATGAAGATGACATCC TC 

GCCCACACGATGGTTGTCCGCCGTGCTATATCACATAATCAAAGCCCTGCACCAGTGGCTATCCGAGAAAGCCTTAT 

TAAACGCAAGATGTGTGATAAGGAGTTTGAATACACATATACACAAAATTTTACAGTTTACTGTGGTACATGGAATG 

TTAATGACAAATCTCCTGTCATACCTCTGAAGAACTGGCTAAGTGTTGATAAAGAACCACCAGATATATATGCAATT 

GGC T T T CAAGAATTAGACT TGTCAAAAGAAATCTACCTCTTTGATCAAAC TGTCAGAGAAGATGAGTGGTACAATGC 

TGTATTAACATACGTTGATAGACGAGCAAAATATATTAAAGTAGAAAAGGTAAGACTAGTTGGCATGATGCTTATTG 

TGTTGATAAAACAGGAACATGTCCCTTATGTACGCAATATAGTTAGCGATACAGTAGGTACAGGGATTATGGGGAAG 

TTGGGAAATAAAGGTGGGGTAGCCATAAGATTTGATCTTCACAACACATCTATGTGTTTTGTTAACTCACACTTAGC 

T GCC CAT GTAGAGGAATAT GAAAGGAGAAAT CAAGACT TCAGAGACAT T TGTAATAGGACGAGAT TTGCTCAGCCTA 

AC C AAC AGT C AAAAGC AAT AAAAGAT CAT GAT CAAAT C T AC T GGAT AGGAGAC C T T AAT T AT AGGAT AAC AGAAC T G 

GATCCTGCAACTGTCAAGAAATTAGTAAGTGAAAACAATTTTGTCCCAGTATTGGAGTGGGATCAATTGAAACAACA 

ACATAAAAATAACAGTGTTTTTGTTGGATATACCGAAGGCAATATAACATTCAAACCAACATACAAGTATGATACTG 

GGACAGACAAC TGGGATTCCAGTGAAAAGAACAGAGCACCAGC T TGGTGTGACAGAATAT TC TGGCGAGGGGAAAAT 

ATTACACAGCTAGAGTATCGAAGCCATCCTACTTTAAACATAAGTGATCATAAACCCGTATCAGCCATATTTAAGTG 

CAAAATAAAAATAGTAGAT GAAGAAAAGTACAGAAAAATATAT GAGGAAGT TATTAAACAAC TGGATAAAC TGGAGA 

ATGAGCTAATACCGCAAGTCAAAGTGGACATAACTGAAATTGACTTTGGAACTGTTAAATATTTAGAATTAGAAACA 

AGGACCATAACAATAAAAAATACCGGGAAACTGCCAGTGGAATTTGAATTCATTAAAAAACTAGATGAAGCAAGTTT 

TTGCAAGGAATGGCTCATAGTCGAACCTTACAAAAAATGTATATGTGCAGATGAAACATGTGAAATACAATTAAAAG 

TACTTATAAATAAAGTTTCAGCCTGTAAAATGAATGCTGGGATAGACAAACTTTATGATATATTAGTTTTGCATTTG 

TACGGCGGCAAGGACATTTTTATAACAGTTAACGGTACATACCAAAGAAGTTGCTTTGGGTGTTCCATAGAAGTTTT 

AGTTAATTTAAATATGCCTATCAGAGAAGTACCTGTTGGTAAACTGATAGAATTGGAAAGTAAGAGGGATCAGTGTG 

TTTCAAATCAATCAACATACTCTATACCAAAGGAAATTTGGTTTTTAGTAGACCACATTTACCTACATGGACTCAAG 

GAACCAAAT T TAT T TGAACAACC TGGAT TACAC TCGGAAGTTT TGCAGATAAGGGAC TGGTTGGATAGTGGATCTAT 

AGATCCCATTCCAGGTAGTATCCATTCTGTTGCTGAGGCACTGTTGCTGTTATTGGAGAGTACAGCTGATCCAATCA 

TTCCATATAACCTTCAGTCTATTTGCTTAAGGTCTTCAACTAACTATTTGCAATGTAAACAGCTTGTAATGGATTTA 

CCTGAATTTAGAAAGAATGTATTCTTATATCTTTGTGAATTCTTGCAAGAAGCCTTACAACACAGTGCAGAAAATGG 

TTTAGATTCCAAGACATTGTCTACGTTATTTGGTTC AATATTTCTTAGAGATAATCCTAATGTAAATCAGGAGCCAC 

AGTCAAGAATAAACAAACAAGTAACTGATAAAAAGAAAGCCCAATTTGTATATCACTTTTTAATGAATGATCACAGT 

GAC TTAATATTTTCACGA 


>cnel8163.3.1:A186G | 60S ribosomal protein L9 

ATGAAGCAAATTGTTGCTAATCAGAAAGTGAAAATACCTGAGGGCCTAACCGTGCACGTTAAATCACGGTTAGTGAC 
AGTAAAAGGTCCTAGAGGAATATTGAAGAGAAACTTTAAACACTTGGCTGTTGACATTCGCATGGTAAACCCTCGGC 
TTTTAAAAGTTGAAAAATGGTTTGGTTCTAAgAAGGAACTAGCTGCTGTAAGAACCGTTTGTTCTCATGTAGAAAAC 
ATGATTAAA 


>cne2337.5.1:A603T | Glucosidase 2 subunit beta 

ATGAATTACTTTTCGTGGATTAGAAGAATCCAATCGTGCGTGTTAATAATATTTTTAGTTGTTATATCCGCTCAATC 
CGAGGTTCCTAGGCCGCGCGGTGTGTCTTTATCTAAAGCGTCGCTATATTCGCCGACTAAAGATTTTACTTGTTTTG 
ATGGAACAAGTACTATACCATTTAGTTATGTAAATGACGATTATTGTGATTGCTTCGATGGCAGTGATGAACCCGGC 
ACATCAGCTTGCCTTAACGGGATTTTTCATTGCACAAATGCAGGTCACCAACCTTTGAACATACCAAGTTCTCGTGT 
CAACGATGGTGTTTGTGACTGTTGTGATGGCACGGACGAATATGCGAAATCGGAACCCTGTCCTAACACATGTGAGG 
AATTGGGAAGAGAAGCCAGAGCAAAGGCTCAACAACTAGCAGATCTTCATAAAGCAGGCAATGCATTAAGGTTAGAA 
C T TATAGAAAAAGG TAATAAAAAACGAAG T GAAAT GGC GGAGCAGC T GAATCAGC T TCAGAAAGATAAATC TGAAGC 
C GAAAGAATCAAAGACGAAAAAGCACAGATAAAGGATCAAT TAGAGGCAAAAGAGAATGAAGCfC T TCAAGTGTACA 
GGGACGCTGAGGAAAAGGAGAAACAAAAGAAAGCAGAATTAGAAAGACAAGAGCAGGAAAAAGAGGCATCTGAGCAA 
TTTTCAAGGTTTGATTCAAATGGTGATGGTGTTTTAACAAAGGATGAAATTAAAGTTGTAAATACCTTTGATAAAAA 
TAAAGATGGAGAAGTTGAT TC TGAAGAATTACAATATTTCTTGGGTGAACATGAAAGTGT TGATAAGGAC TCAT TC T 
TGTCGACAACATGGCCATTAGTGAAACCATTGTTGATGATGGAGCAAGGAATGTTCCGCCCTGCTGATGCAGAGGAA 
GAAACTGAACATGC TGATGAAGAACAACC TGC TGATGAGGAAACTGAGGATGCGGATGGTGAAGAGGATCCAAGTGA 
TTTGGATCTTCATGCAGATAC TGATGATCATGAAATAGACACAGATACATC TAAAAGC TATGATGGTGAAACCCAAA 
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GAC T TAT T GAT GAAGCAACAGAAGC T C GC C GACAATACACAGAGGC GGAAAGGACAGT TAGAGAAATTGAATCAAAC 
ATCAAAAATTTCCAGCAAAACTTAGAAAAAGATTATGGATTAAACCAAGAATATGCAACTCTTGATGGTGAATGCCT 
AGAATATGAGGATAAGGAGTATGTTTATAAATTGTGCCTGTTCCAGAAGGTAACACAAAAGTCAAAGAATGGTGGTA 
TGGAAGTAGGTCTGGGTAATTGGGGTGAATGGGCAGGAGAGGGTGATGATAAATATTCAGTCATGAAGTATACAAAT 
GGAGTAGCCTGCTGGAACGGGCCTAGTAGAATGACAACAGTAGATATTAAGTGTGGGCTGGAAAACAAATTGATGTC 
TGTCACTGAACCTTACCGTTGCGAATATAAAATAGATTTTGTCACTCCAGCCGCATGTGATGAATCTCGCCACACAA 
GACAACAAACAT CACAT GAT GAAC TA 


Xanthosa: 

>cne658.3.1:T1835C 

AT GAAAACTAAACAAGC TAAAGAAGAGTCAGAAAAGAGTAT TGATGAAGAATCAGTAGT TGAACCTAAGACCCGTGC 
C C GTAAAAAGGC TACAGAT C CAAC GGAGGAAGACAAAAC CAAGC C CACACAAGAT GAC C C CAAAACC TC TAAAGAAC 
CTAAGAGAAATGTAGGGAAACCTAAAGCAATAACTAAGAAAAAACCTCTTGGTATTAGAAAGACAAAAACTCTTAGA 
GGGAAAAAGGTAC CAATCACTGCTACAAAAAAAAATGT T T TGAGACAGAAAAT TACCAGGACAAGAAAAGC TGC TGT 
AAAAACTGAACTTGACCAAGAAAAAGAAACCGTCCCTTTAATACCGGCCTCTGAGATTAAAAAGGAACCACCCGAAG 
AAACCACATCTAATTCAAGATCTTCCAGCCCTAAGACAACTGGACGCAGGTCAAGACTTAGCTCTGATATGGTAATG 
ATGAAGTCAGTGCTAGGAGATTCTCCAAACAATTTAGTTCACGGGCCACGCACAAGTCCATATTCCATGCGCTCGGA 
GAGGAGTAATAGCC CTTCTCTCTTTGATGGCAAGAACT TGAGAAGTGGTAAGCCCAGGAAAT TAAAGACTAATC T TC 
TAAATGAAGT TGTAATGAAAGAACAAAAGAAAAGGAGAAGAT TGTTGTCTGATGCGAAGCC TGAT TCCACAGAAAAT 
T CAGAAGACTGCAAGAAATCGAAGAGAGGCCGCTC T TGT TCAAGGGATGGCTC TGAGATC TCAAAATGC TCAGATGT 
AACTGAATCGGATATTAGCCTTAACGAGGCACCTAATGATGGTGAAACAAAGGAGCTCAACAAAAACTTAGATAAGC 
C TAAGACTGACC TAGAT T TAGATAATGAAACTAATGTAGAGATCTCTAATATGGGAAAAGTGCC T TCAAATGT TGAC 
T C CAAAGTCACAGAAAATAAAT TGGACATAGAGC TTAGTTCTGTACCAAAAGAAAAAGT TAAGAAAAGGATGAGCT T 
AAAACGGAGTACTTCACTAGATTCAGACAACAATAATAGTAATAGAGTTAAGTTAGAACATTTAAATACTTCAGATC 
TAGAT GATAAAT CAT T GT T TAAGAC T GAC GGTAGGCTTTTCGAAGAACGAAGTAGTATAT TGAC TTGTATGTCAAAA 
ACAT T TAAC TCGAAGGAGGTTTC AAAAAATATAAGGAAAGCAAGAAGAGGAAGGAAAGCAGCAGC TGCC TCAAGACT 
AGGCCCAAATCAACCC TC TAAGAATGGAATAAGTAGCACAATAAC TAATGAC T TAACAGAGGAC AAGCCAGAAACAG 
T C GAC T CAC T T T CAAAAGAAATTAGTGACCTTATTAATGATTTAGATCAGAATATAGATCGTGATCAAGAAC TGAC T 
AAT GAT AC T T T C T T AGT AT C AGAT C AAGC T C AAGT T AAGC C T T T AGGAGAT AAT AAT AGC AT T GT T AC AC C AGAC AC 
AC CAATAAAGGATAAAGAAAAGAGT TTGACAATACC AAATGAGTGTACGCCATCTAAAAACGATGATAGTGAGAATA 
TAAGGCTACATTATGAAGAAGATTCGGCAGAAAAATGTTTTGAAAACAGATCAGAAATAACTTACAAGGGTAGCTCT 
GT T GCTAGTATAGATAAAT TAATGGATAGAT TAAAAGAATT TGAAGAGTTTGATAAGAGAAGACAAAGACAGGAATC 
TGAATCTAAATCAAACGAAAACAAATCAGTAATGGTTACTAATGACGTGGTACTAATACCCAAGTCAGGAGCTGACA 
T TAAGC C T C TAAAAGACATACAAAC TGTACGATCTCCCGAAAGAGT TAT TGAAAAAGAAAATG|T T TAT C C T GT T T T 
T T CGAAAACAAT CC T GCTGTTTCTATAGTAAAAAGAGATCAAATGAGAAGATCAAT TGAAATTGAC TTGCCTAATTC 
TGTTACTCT T AT AAAAAGAAC AG T T AAC T C AC GT AAAGAAT C AAC T AGC T C AAAT C AT T C GAGAG AAT C AGAT GC T A 
TTAGTATATTTGAGAAATCAC TGGGCAAAGATGTGACAT TGACAGAAATTAGAAAATC TGTGGAAAAACC TAC TCC T 
GCTCCACAGATAGACCTGCATCAATTTGCAACTTTGCATCCAAACAGCCCAAATCAAACTGTTGCGGGTGTTGTATT 
AGATTCAAGACAAATATCGATAACGCCACGCAACATGGATGCCAAATCAAGTTGTAATGAGGTGCAAATAATGAAAA 
GGAAATCAAGT T TGAC TTTATCTCGAAAATC T TCCGAGTCAGGCT TAGAAATAGAAACTGAAAGACTAGC TACAC TA 
GAAAAGATTAAATCGCCGCCTCATCAAATGAAGTCTCCCGCGATATCTATTACAGCAACGCCAGTAGCGATCAAGTC 
TCCAGAAACACAGCCTGTGGAAGCAGAAGCACTGCCACCGCCAATAGATACTGTCAAACCTATTCCAGAACACATAA 
C T T T GGCC T C T GAGGT CC CAAAAC T AGAT AGC AT AT C AAT C GAT T TAGGAT T AC C AG AAAC TAG TAT T GAT GC T CAT 
CATGCTCAAATTATTCCAGTCGCAGATAGTAAAAAAATTGAAGAACCAAAGGATAAATTAGAAAAGGATGCTATTCA 
G AAAG AT GAGC T AAT GG AAAC AG AAT C AAT T AC T AAGAC T GAT GC T G T T GC T C AT GC AG T AC C T T C AGC C AC AGT T A 
CGGAATCAGTGTTAAATTCCGTACCTGAATCAGTGATGACTGAAGAACCGATTGTTGAAGACCCAGTTTTACCAAAG 
GAAT C T T T GGC GAAGACAGAACCCCAAGC TAAGGCTGAACTTGTCTCTAGCGCAGAACC TGT T TATAACACAGAATC 
T GC TAAAGAAGAT C C TAAT GT CAAGATACAGGAAG TAGACAAAACAG T T T C TAAAT CAGAG TTAGTCGCTAATACTG 
AATCTGTTACTGAAAATGTAGCTGTGTCTAAAGTTGAAGAAATAGCTCCAAAGTGTGAGATAAGTAAGCCATTAGAA 
CAGAAGG TGTCCGATATTAAAT TAGATGAAAC TAAAGAGAAAAGT TCGAAAGTGAAATC TGCGAGAAAT TCAAT TGA 
AAAC CAAC C T GGAC CGAGTAATAT T T TACAAGAAACAC CAGAAAG T CAAAAGAGGAAAGAAAAT GT T T TACGCAC T C 
TTGGTCTATTAACGCATAAGGCCGCTAATGAAGCAAAGATCGAGAAGCAGAGGGAAAAAGAACGTATTTATGGGTCT 
AACTATTCAGGTATTATGGGCAAAGGAAAATCTGGAAAGTCTGACTATACTGGCACTTTAAAGACGGTTATAAAGTT 
GAATCGAGGTTCTGGTGAAAGAGATAAAAAGAAGTACAGAAGTTCTCTCAAGATGACATTCCAGAAGAGTAAGAACA 
GGTCCGGAAGACCACAACTGCAGGTCGGGGAGCCGGGAGAGGGTGACGCGTACTACACAATCGAAAGACGAGAG 
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>cne29742.2.1:T1372C | DNA polymerase epsilon subunit 2 

ATGGGTGACATTCAACAATTAAGATCAGAAGTGATTAATGCGTTTAAACTTGGTGGTTTCACGTTGAGACGTGAAGC 
CAGTACCTTTCTAGTAGAACATGTACAAGAAT TAACATACCAGGAGAGAAAGAAACT TATAGATAAGT TGATAACCC 
ATATTTTACACCAGTGTTTATCCCAACCAGTACTAGAAAAGTCTCAACTTGAACTTGCAATTAAAGAGTGTTCTTCT 
TTAGGATTAGAAGAATCAGAATCTATTTTAAATGTTATTGATGCATTTAGTGTACCTAAGTTTTGTTATGATAATGA 
AAGGAAGAAATTTGTAAAAAATATTTACGACTCAAAAAGGCTTTATCCTGAACCAAAATGGAAATCACATATGTTAA 
TAGACAGGTACACAATTATTTGGCAAAGAACTGCTAGAAATAAATTATTTGCGGCCAACACATTACCATCAATGGAG 
AATGAGAATCAGTTTCAGCTGCGGAAAATTGAGGTTCTTTTGAGCAGCTCAAGTAAAGTCAATGATGTGATAGTATT 
GGGATTGTTAACACAACTAACTGAAGGTAAATTTTATTTAGAAGACCCAACAGGTAGTGTGCAATTAGACATAAGTG 
AGAC AAGATACCATTCTGGGCTATTTACTGAAAGTAGTTTTGTATTAGCTGAAGGCTATTACGAAGATAAAGTCTTA 
CATGTGATGGGCTTGGTTCTGCCTCCCACAGAAAGCAGAGCCATGTCTATGCCATATTTTGGCAATCTAAATACTTT 
TGGTGGACCATCAAAGACTTTGTTGAAAAATTCTCAAAATTTACTCAAATTAGAACAAGAAAATGAAGATGGTATTA 
TTGTTTTTCTGTCTGACGTTTGGTTTGACAATTTAAAAGTTGTGTCCAAGTTAAAAACCTTATTCTCCGGGTTTAAT 
GATTATCCGCCAATTGCCATAGTATTTTTGGGTGAATTCCTCTCATGTCCATATGGGTATGAACATAGCACACAATT 
GAAGGCAGCTTTAACAAACTTTAGTGACATTATTTTGCCATTCACAAAACTACGTGAAAGCTGCAAGTTTATATTTG 
TTCCTGGGAGTGGAGATCCAGCTGCTGCTAACATTTTACCTAGACCAGCATTACCAAACTTTGTTACTGCAAATGTA 
AAGGACAAGTTAGGTGATAGTGTTGTTTTTACAACAAATCCATGTCGTATTCAATATTGTGCACAAGAAATTGTTGT 
TAT CAGACAGGATT TAGTGACAAAAATGTGCAGAAACTCAATACATTTCCCTGAAACTGGAGATATACCAGATCAC T 

taacaaagactcttttaagccaatgtacattatctccattgtctataggtgtacaaccagta|attggaaatactca 

GATGCATTAAACTTATATCCTATTCCTGATTTGGTGGTAGTTGGTGATCATTTCCAGCCATATACTAGGTCATATCA 
GAACTGCCAAGTTACTAATCCTGGGTCATTCCCTCGAACTGAATTCTCATTTAAAGTCTACATACCAGCCTCTAGAA 
CAG TGGAAGACTC TCAAATACCCAATGATGATAC T 

>cne8287.9.1:A925T | Mesoderm induction early response protein 1 
ATGTCAGATTGTGCACTGGTAGCCAATGTAAACGAACACGATGCCAGTATGGATGTGGGGAACGATAAATCTCTATT 
CGAACCTACTATTGATATGATGGTAAATGAT T TCGATGACGAGAGAACAT TAGACGAAGAAGAAGC T TTGGCGGCAG 
GTGAGCAACAAGATCCGAAAGCGGAACTCAACAGCCTTCAACGTGAAGGTGATATGCCATTAGAGGAATTGCTTGCA 
TTGTACGGCTATAACAAAAC TATGGAGAAAACCAT T TCAGAACCACCCCAAGAGGT TGTGCCGGAGGAAAATGAAAA 
AAGTGAATCGGCACTTCAGCAATTGTATACTGAAAATGCTAGTCCAGAAGCTACACGCTGTCTTAGGTCTGGTTCGA 
GAC CAC C T T C T GAAGAAGAGGATGATGGCGATTATAGCCCTGAAGAAGATGATTGGAAAAAGAC AATAATGGTAGGA 
AGTGATTACCAAGCTGGTATTCCTGAAGGTTTGTGCAGTTATGATGATGCTTTACCATATGAAAATGAAGACAAATT 
GC T T T GGACAC C GACAGT G T TAGAT GAGAAAGT TACTGAGGAT TATATGAGAAAAATTTGCGCAATGAAC TCGGGT T 
CTGGTATAGAAGCAGTACCAAGAGGTAAGCAACTTCGAGATGATGAAGAAGCTTTATTTCTATTGCAGCAATGTGGG 
CACAATGTTGAAGAAGCTTTACGACGAAGACGTATCTCTGCCCAAACTCCTGCGCATGCTAGTGTGTGGTCTGAAGA 
AGAGT GCAGGAAT T T T GAAAGT GGAAT CAAAAT GCAT GGAAAGGATT TCCACC T TATACGTCAGCAGAAAGTAAGAA 
CGAGATCAGTAGGTGAACTGGTGCAGTTCTATTATATTTGGAAGAAAACTGAGAGACATGATATTTTTGCAAATAAA 
gC AAGAC T AG AAAAAAAGAAG TAT AC ATT AC AC CCT GGT C AC AC AGAT TAT AT GGAC AGGT T T T T GGAGGAAC AGGA 
AGGTACAGGATCAAGTGTGGTAAGGCCAGTGTCTCCATCTCCTATGATGGTGTATGTACCATCACCAGCTGCACAAC 
CTGATCCATTAGCATTAGGAGAGAAAGAAGTATTTTCTCAATTGAATGCTCAAACTACTCCTCCACAGAACCTATCA 
AAT GAGGAGCCAGAGACCGATATTGTTTCC 

>cne4342.2.1:C323G | Regulator of nonsense transcripts 2 

AT GAC C T C TAAC GATAT GAGTAAAAGT GAC GC T GAC GTAT C C GAAGATAC GGAGGAAAATAATAAAC TCGCTTTGTC 
GGAGT AT GT AAC AAAC T TAGAAT T GAG AAT TAAACAAAAGT C T GAAT T GC GAAAT C AAAAC T T AAAT T GT G T TAG AC 
CTCCTGATAACTACTTCTCTAAACTGGATTCTGGTCTGAAGAAAAACACAACTTTTGTAAAAAAATTGAAGTCGTTT 
AGTGCATCACAGTTAGATGCACTTTTAAAAGATTTGAGCACGTTAAATCTTACAAAATATATTTCAGAGGTAGCCTC 
CGCAATTGTTGAATgAAAGTTAAAAATGTCCGACATAACAGCTGCTCTAAATTTGTGTTCAGTATTGCATCAAACAT 
ACGTTGAGTTCTCAGTATTTTTCTTCGAAAATTGGCAAAAAATTCTAACCTTTAAGGCAACAGATAAAATAAGTAAT 
TCATCCAAGTTAAGAGTTGATCTAAGATTCTATGCAGAGTTAGTTTCTGTTGGAATATTTACAAACAAAACTGGTTT 
GCCTCTGCTCGGAAATGTTCTTACAGTACTGATAAATATGGATAAAGAAGAACACAATAACATACCCATTTTGCTCT 
CATTTTGTAAACACTGTGGTGAAGATTATGCTGGTCTTGTGCCAAAGAAAATCCGAGATATTGCTGAG 

>cne29742.2.1:C767G | DNA polymerase epsilon subunit 2 

ATGGGTGACATTCAACAATTAAGATCAGAAGTGATTAATGCGTTTAAACTTGGTGGTTTCACGTTGAGACGTGAAGC 
CAGTACCTTTC T AGT AGAAC AT GT AC AAGAAT T AAC AT AC CAGGAGAGAAAGAAAC T TAT AGAT AAGT T GAT AAC C C 
ATATTTTACACCAGTGTTTATCCCAACCAGTACTAGAAAAGTCTCAACTTGAACTTGCAATTAAAGAGTGTTCTTCT 
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TTAGGATTAGAAGAATCAGAATCTATTTTAAATGTTATTGATGCATTTAGTGTACCTAAGTTTTGTTATGATAATGA 
AAGGAAGAAATTTGTAAAAAATATTTACGACTCAAAAAGGCTTTATCCTGAACCAAAATGGAAATCACATATGTTAA 
TAGACAGGTACACAATTATTTGGCAAAGAACTGCTAGAAATAAATTATTTGCGGCCAACACATTACCATCAATGGAG 
AATGAGAATCAGTTTCAGCTGCGGAAAATTGAGGTTCTTTTGAGCAGCTCAAGTAAAGTCAATGATGTGATAGTATT 
GGGATTGTTAACACAACTAACTGAAGGTAAATTTTATTTAGAAGACCCAACAGGTAGTGTGCAATTAGACATAAGTG 
AGAC AAGATACCATTCTGGGCTATTTACTGAAAGTAGTTTTGTATTAGCTGAAGGCTATTACGAAGATAAAGTCTTA 
CATGTGATGGGCTTGGTTCTGCCTCCCACAGAAAGCAGAGCCATGTCTATGCCATATTTTGGCAATCTAAATAfTTT 
TGGTGGACCATCAAAGACTTTGTTGAAAAATTCTCAAAATTTACTCAAATTAGAACAAGAAAATGAAGATGGTATTA 
TTGTTTTTCTGTCTGACGTTTGGTTTGACAATTTAAAAGTTGTGTCCAAGTTAAAAACCTTATTCTCCGGGTTTAAT 
GATTATCCGCCAATTGCCATAGTATTTTTGGGTGAATTCCTCTCATGTCCATATGGGTATGAACATAGCACACAATT 
GAAGGCAGCTTTAACAAACTTTAGTGACATTATTTTGCCATTCACAAAACTACGTGAAAGCTGCAAGTTTATATTTG 
TTCCTGGGAGTGGAGATCCAGCTGCTGCTAACATTTTACCTAGACCAGCATTACCAAACTTTGTTACTGCAAATGTA 
AAGGACAAGTTAGGTGATAGTGTTGTTTTTACAACAAATCCATGTCGTATTCAATATTGTGCACAAGAAATTGTTGT 
TAT CAGACAGGATT TAGTGACAAAAATGTGCAGAAACTCAATACATTTCCCTGAAACTGGAGATATACCAGATCAC T 
TAAC AAAGACTCTTTTAAGCCAATGTACATTATCTCCATTGTCTATAGGTGTACAACCAGTATATTGGAAATACTCA 
GATGCATTAAACTTATATCCTATTCCTGATTTGGTGGTAGTTGGTGATCATTTCCAGCCATATACTAGGTCATATCA 
GAACTGCCAAGTTACTAATCCTGGGTCATTCCCTCGAACTGAATTCTCATTTAAAGTCTACATACCAGCCTCTAGAA 
CAG T GGAAGACTC TCAAATACCCAATGATGATAC T 


Befrostia: 

>cne2576.1.37:A2012G | Twitchin 

ATTGAAGGTGATGTTACAAGTGGAAAAGTACCAGATCTTATTGAAGGCAACACGTATGAGTTCCGCGTGCGTGCTGT 
TAATAAGGCAGGAAAAGGCATTCCAAGTGACGGAACTGGACCTCATCTTGCAAGACCCAAAAACTTACCACCTAAAA 
T T GACAGAAAC TTCATGTTTGATATCAAAATCAAAGTCGGCCAAAACT T TGAACTGGATGTTCCAGTTGCTGGAGAA 
CCAACGCCTTCAAAGGAATGGCTTCATGGTGACAATATGGTTCTAAACACAGACAGAATTAAAGTAATTAATGATGC 
TCACTCAACCAAAATCAGAGTTATTGATGCCAAACGATCTGATACCGGCACGTACACACTCAAAGCGAAGAATATTA 
ACGGAACTGACTCAGCAACTGTTAAAATTGTTGTCATGGATGTGCCGCTACCACCAGAAGGTCCACTGCGTGCGGAT 
GAT AT T AC AAAAT C T GGC T GT AC T C T AAG AT GGAGGC C T C C T AAAGAT GAT GG T GGC T G T GAGAT C AGT C AC T AC GT 
TGTTGAGAAAATGGATCAAGACAATCTTCGCTGGGTGCCAGCTGGAGAAGTGCAAGGTTGTCATATCCGCGTTGACC 
ATTTGATTGAAGGTCACGATTACAACTTCCGTGTCCGTGCTGTTAACAAACAAGGTGAATCGCAACCACTTGTTGGC 
CAAGAACCAATTACCGCCAAGGATCCTTATGGAACACCAGACAAACCTGGAACACCTGTTGTCAAAGACTGGGATAA 
AGAT C AC AT GGAT C T GGAAT GGGT AC C AC C AAAGAAAGAC GGT GGC T C AC C AAT C AC AGGAT AT GT C AT C GAGGC AA 
AGAAGAGGTACGGACCTTGGGAAGTTGCTGCAACTGTTACTGGTAATAAAACAACTGCAACAGTACCAGGGTTGCAA 
GAAGGTGAAGAGTATGAATTTAGAGTCATTGCTGTTAATAAGGCTGGTAATGGCGAGCCTAGTGATGCTTCTACGCC 
ACAAGTGGCTAAAGCGAGATTCTGTGTTCCAACCTTTGATAAAACGCTTCTCGCTGATAAGACTGTTAAAGCGGGTC 
AAAGAATCCAATATGATATCCCGATTGAAGCATCTCCAAAACCTACAGTAGAATGGCAAATTAACGGTAAACTTGTT 
CATCCGTCTGAAAGGATCGACGTTCAAGTACTGCACAATAGGGTCATTTTAGACATTCCATTCTCTGTTCGATCTGA 
TGGTGGAGTATATAAACTCACCCTGAAGAATGATTTGGGAATATGTTCAGCATCTGCTCAAGTTACCGTACTAGACA 
AACCATCAAGGCCCGAAAAGCCTTTGGTAGTATCTGATATTACCAAAGATTCTTGCTCATTATCATGGAAGGTACCT 
TTGGACGATGGTGGATCGCCTATTTTGCACTACGTTATTGAAAAGATGGATCTATCTCGAGGTACGTGGTCAGATGC 
T GG T AT GAGC AC C T T C C T T T CGC AT C AAG T GAC AAGAC T AAT T C AC AT G AAGG AAT AC T T AT T C AGAGT AAGT GC T G 
TTAATGCTATTGGTCAGTCTGAGCCGCTAGAATTAGAGCGTGCTATAGTAGCTAAGAATGAATTTGATGAACCATCA 
GC T C C AGGT AAACC AGAGGC T AC GGAC T GGAG T AAGAAT C AT G T CGAC T T AC AAT GGGC T GC AC CC AAAT C T GAC GG 
TGGTGCACCAATCACAGGATACATTGTCCAGAAAAAAGAAAAGGGCAGTCCATATTGGGTCAATGCAGCGCATGTAC 
CTTCTGGTAAGACGAAAGCTACCATTCCTGATTTAACAGAAGGTCAAGACTACGAGTTCCGTGTTATTGCTGTGAAC 
CAAGCCGGACAATCTGAGCCTAGTGAGCCTTCAGATATCATTACAGCCAAAGACAGGTTCGTGGCACCAAAGATTCT 
TACACCACTTACAGAAATTCGTATTAAGGCTGGTCTTATCTTCCATTGTGATGTTAACTTTATTGGTGAACCGATTC 
CGGAAGTTAgATGGACTTGTGATGGCAAAGAAGTTCTTACTAATGCTAGAACCACTGTCACATCTGTTGGACATCAT 
ACAATTGTTCATACTGTTAATTGTAAGAGATCAGACGCAGGTAAATACCATCTATCACTTAAAAACGATTCTGGTTC 
T GAT G AAGG T AGC T T T GAAC TGATTGTATTGGATGTTCCT GGAC CACCACAGGCTCCATTT GAAT AT GAGG AAAT C A 
CTGCTCAATCTGTTACACTATCATGGAAACCACCTAAAGATAATGGTGGTAGTGAACTCACAGCTTACGTCATCGAG 
AAACGCGATTTGACTCATGGCGGTGGCTGGGTACCCGCAGTGACATACATCAATCCAAAATATAATCACGCAACTGT 
T C C TAGAT TAAC T GAAGGCACAAAGTAC GAAT T TAGAGT T T T T GC T GAGAAT T TACAAGGAC GC T C T GAACCAT T GG 
TTACTGATAAACCAATTATTGCAAAGAATCAGTACACAGTGCCTGGAAAGCCTGGCAAACCAGAGCTTGTCTCTGCC 
GATAAAGATCACATTAAGATTAGGTGGTCATCACCTATTTCAAACGGTGGATCTAATATTATTGGCTACGATATAGA 
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AAGAAGAGAC GTAGC TACAGGTCGCTGGATTAAGTTGAACAGAGATCCAGTGAGAT TCAC TGAATATGATGACGATA 
GAGTACAAGAAGGTCATCAATATGAATACAGGGTATCCGCTGTTAATGCTGCGGGTGCAGGTCAAGCTTCAGATTCG 
TCTAACGTGTTCATTGCCAAACCAATGAAGGAGAAGCCGAAATTACATTTGGACCACCTTATTGGACGTAAGATCAA 
GGTCAGGGCGGGTGAACCAATAAACATTAACATTCCAATT 

>cne792.13.4:A310G | Nucleolar protein 11 

AGTGATGCAAAAATGACTATGTTTGACCTTTTAAAGAAGACTTGGAAGACAATTGGTACTGTACCTTGGATTTCAAC 
TACCAACAGTGTGTCAATTGCTTGGATGGGTAAAAACCATCTAATATTGTTTGGCAGCAACTGTGATCAAGATGGAG 
CTATAATTGTAGCCTATAATGTCATCTTAGGAGTTGGGTCTTGCAGATATCCTATGAAATTGTACTCTGATAATGCT 
CAGTTATGTTGCTTTAAAAATCATATAATTTTGGAAGCTTCTAACCATATTGGAATGCTACCATTTGTACTAGAAAG 
T|AC AGAAAC T T GT C AAGC C T T T T AGGGT C T C AT GAT AT AGT GGAAGAT AAC AGT AC AGAGAT AAC T GAT T GGGAT A 
CACCAGTTGAACCTAAATTTCAGGTTAGTAATGAACTGAAAGATCTTTTAAAATTAGGCCTGTCGGAGAGGAATATG 
TGTGCTCAATTAATTTTGCCATTGCTGGAAAAAGGTGATATTTGTCGAATATTCAAAGCTATTAAAGAATTTAATGA 
TGTACCAGAGCTAGTTTTAGTGGCTTTGCTGCATTACACTTTAAAATCGTTACCTTTAAAAAATGTTGATTTTACTA 
ATGATGATGAATTTTTACAGTTCTGTAAAAGGGCTGATATATCTAAGAAAGAATCAGCTGTACTAAAAACTAACTTC 
GAGTTATTAAATTATATATTTCAGTTAGACTTTAGTGATGCTGTTATGATACCACACTTAAGAACAACATTACATTT 
GGATGATGCATTGTTTTTGTTACGATATATTTCATATTTACTTTGTGAATCTGATGAAATAATTGAAAATATTTATG 
AAAGTAAATTATTTGATTGGTGCACTTTGCTGATGGATGCATTTTATCAGCAATATTTATTGACCAAGGACAAAAAA 
GTTGGTAATGTTTTAGATCATATGCAAAAAGTTGTTGTAAACCTAGTTGATCAATTATTGGTTGTGAATGATATTTT 
ACCAACATTGCAAAAGACAATTTCAGGAGATAAACCTAACGATAGTGAAGAAACCTTGTCTTATGGTATTGAATTAA 
TTGAAATA 


>cne4106.6.1:G277C | Protein unc-45 homolog B 

ATGGGTCACGCT GAAGAAGC T GAAAAC T T T AAAAAC AAGGGAAAT GAAGC T T T TAAAT C T GAT AAAT AT GAAAAAGC 
CATATCTTTGTACAGTGAAGCTATAAAATTGGCCGAAAAAGGAACACGTGATATGGCCACTTACCTGAAAAATCGTG 
CAGCTGCTTATCTCAAAGTAAGAAACTACGAGAATGTTATCAAAGATTGTAATGAAGCTCTGGAGGTTGTCCCCGAG 

gatccaaaagcgctctttcgtcgtgctcaagctttcgagaatctc|aaaaattcgaagaagcgtatcgtgatgctaa 

AACGATCTTCACAGTAGATCCGACCAACAAAGCTGTGCAACCAATCCTGGCACGACTCTATACAATAGTACAGGAAA 
GGGCTAAGAAAAACTCACAGAC AAC TAGTAAAGT TGAACAGATGT TCAAAGTGGCAT TTGATTTATCTGAAGATACA 
GAGAAACGGTCTAAAGCAGTGTCAAATTTATTAGTTTTAGCTAAAGAAAATACTGGAGCTAATATTATGATTCAAAA 
TGGTGTTATTGTCAAAATACAACAGCTTTTAAAAGTTGAGAAAAATGTAGATATTTATATTAATGCAATAAGAGTAG 
TTGGTCAACTTTGTAAACAAGATATAGAAAGAACAAAAAATGTCATAAAAGTAGTTGGTATTCCTTGGTTTTTAGAC 
ATAATTGACAGTGATAATGAAGAAAGAGTTAACGCTGCACAATATTGCATTCAGATTATTTTAAATACATTTTCAGG 
AATGGAAAATGGTAAGGAAAGTAAACCAGATGCAGCAATGTGTGAGCAACATAAAGGAGAAATTGATACTCTACTCA 
CATGTTTAACATATTCTATCACAAACCGTGTCATCACTGGTCTTGCTAGAGATGCAATAATGGAATTGATTATGAGA 
AACTGTCATTATAGTACTTTGAATTGGGCAGAGAGGTTTATTGAGATCAGAGGCTTATTAAGATTACTGGAGGTCTG 
CAGTGAATTAGAAGAATACAAATATGAATCAGCTATGTCTATAACTCCATCATCAAGAACTATTGCTGCTGCATGCT 
TGGCTAGGATTTATGAAAATATGTATTATGATCAAGCAAGAGAGAAATTTAATAGTCAGGTTGATGAATATGTCAAA 
GATAAATTATTGACTCCAGATTTAGAATCTAAAGTTCGAGTAACTGTTACTATAACTTCTTTGTTACGAGGGCCCCT 
TGATGTAGGTAATTATGTTATTTCAAAAGAAGGTATTATGGAAATGATTTTAGTTATGGCTCAGACGGAAGATCCTT 
TGCAGCAAAAAGTTGCTTGTGAATGTTTAATTGCAGCTGCGTCCAAAAAAGATAAAGCTAGAGCTATTATCAATAAA 
GGCGTTGATATATTAAAAAAATTATACGCTTCTAAAAATGATGCAGTAAGAGTTAGAGCTCTAGTTGGATTGTGTAA 
AATTGGTAGCTTTGGTGGGGATGATGCTTCAATTCGCCCCTTTGCTGATGGTTCTACAACAAAACTAGCAGAAGCTT 
GTCGGAAGTTTTTAGTCAATCCAGCTAAAGACAAAGATATGAGGAAATGGGCAGCTGAAGGTCTTTCGTATCTTACT 
T TAGAT GCAGAT G T TAAAGAAAAGT TAGTAGATGATAAACCAGCTATTCAATCACTCATTGAGTTGGC TAAAACTGG 
TGATCAATCATGCCTTTACGGTGTTGTTACAACACTGGTGAATCTTTGCAATGCTTATGAGAAACAGGAAGTTATGC 
C T G AAAT GT T AGAAT T AGC AAAG T T T GC T AAGC AT C AT AT AC C T GAGC AAC AT GAGT T GGAT GAT C C T G AT T T T G T G 
AGCAAAAGGTTGACTATTCTTTGTAAAGCTGGGGTAACTACAGGTTTAGTTGCATTGTCAAAAACAGAGAGCCATAA 
TTCAAGAGAACTGATTGCAAGGGTGTTTAATGCTTTATGTAGTCTTCAAGAACTTAGAGGTATAGTAGTTCAACAAG 
GTGGTGCTAAAGTTTTAATACCAATGGCACTTGAAGGGACTAACAATGGGAAAAAGCAAGCAGCCCAAGCATTGGCT 
AGGATTGGAATTACCATCAACCCTGAAGTAGCTTTCCCTGGTCAAAGGAATTTAGAAGTGGTTAGGCCTTTGGTTGC 
TCTCCTTCATCCTGATTGTACAGCATTGGAGAATTTCGAAGCTTTGATGGCCCTATGTAACTTAGCTGGTATGAATG 
AAAC TACAAGAAATAGAAT C C T GAAAGAAGG T GGAT TAGC TAAGATTGAACAT TATTTGTATGAAGATCAC T TAATG 
CTTGTGAGGGCCGCTACTCAGTGCATTTGTAATTTAGTTCAATCTGAAGAAGTTATAAAAATTTATGAAGGAAATAA 
TGATAGGACAAAATATTTATATGTGCTTTGTCAAGAAGAGGATACTGATACTGTCATGGCTGCAGTAGGGGCATTAT 
GCACTTTGACTTCTGGAAGTAAAATTTGCTGCAGGAAGATGATGGATGTCCAATCATGGCCTGAAACACTTAGGTGT 
CTACTTGCTAATCCTAATTCCGAAATTCAATACCGTGGAACATACATGTTGTATAATATTATCAATGAAGACATGGA 
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TGCAGCTACAAAAATTTTTGAAACAGATGTGATGGAAATATTAATGGCCTTGACAAAATTAAGTGACCCACAGCAAC 
AAAAAATTGTAGATTATTCCCAAAAATGCTTAGATGCTGCTGAAAAAATGGGAGTAATTCGAAAGCCAAATGAG 

>cne3195.1.6:T355A | Receptor-type tyrosine-protein phosphatase N2 
CC G T TGAC TAAGGAAGAAGAAGTATTAGTAGCCGACGAAGAGACGCC TAGTGACAAATTACGAGAT TTGTTAATGTT 
GAGTTCAGT TGAAGATTCTCCCGTCATACCACAGTTTGAAGGATTCAGAGAACGCC TAC AAGAAGAACAAAAAGCTA 
GAATTCATAATATTAAGGATGTAATTCCTGATGAGTTTGCTGACAAAGAAAAGAAGTCATTAGCACAAACAAAACTA 
GAACAAAATCC TAGAGAGGATAATGC TAAATACAC TGATGAAGAGCGTTTAGGAGCTCAT TATAGAAAATACAAAAT 

aaaacctccaccgtttactgctgagtatttaacagctaatagattt|cacctctagatgctgaagttcgttcaaatg 

CAC TAGAAAAATAC AAAC TAAGT T T T GCAGAG AAAAAT TTTCCATTTGAGTATGAAAATCC TGAAGAT T T TCAAGAG 
C GCAGAAT TTACTTTAATGACGATGGTAC TGAAGAACTAGC T TC TGACGCTGGCAGCGGTGAGT TGGATCCATATCA 
TTTA 


>cne2174.2.11:A93G | Transcriptional activator cubitus interruptus 

TCTGAAATGGTCTCAAGCACAACTCATCCTCTGCAAGGAGGAGATAACATGGTTGTAAATGATCTGCAAACTTCTCT 

ATCTTCATTTTACGAgGAAAATCAATATTTGCAAATGATACAA 

>cne306.12.2:G89T | Peroxisome biogenesis factor 1 

CCAGAATCCATACAAATATGTTATAAAGACAAACAGATACTGGCTTGGGCTATGTTCAATGCTGCAATACCAGATGG 

tgagatatcgt|caatccattattctgcaagcatgttggattagaagagggtgctgaagtgtttgtgtctccatatc 

C T GAT GTAAAAAT T T TAAAAGAGATC TACAT TGATGCAGACAGTGCCGATGATC AAGAAATAT TA 
>cne3772.18.1:C271A | Peroxisomal membrane protein PEX16 

ATGTGGTTAACAATCATCCACTATTGTGAAGTATTTGTTGAATTAGCTGTAAAGAACAAATGGGGTGTGCAAGGAAA 
ATGGACAGCTGCAGGATTAATACAGCTATTTAAATGTTCCTCCGCTTTCATTCTTTTATACCGATTCAAAGAATTGC 
C CAT T CAACAT CCACCTATACCAGCTCTTCAAAGAAAGAAAATTAT TGAAGGTAGAGATATAGATGAAAACTC TAAT 
GCCTTTTTCACATTACGACGATCTGGTCGCATTATAAGGgGAGTAGATGGTGCTCCCCCTGTGGGTCTGCGAGATTG 
GCAACCTATAAAAATTCAAGATGAAAAATCTGGATATGGTATTGAAGTTAAAGAATTATTGAGGGCTGAATTGTTGC 
ATATTTTTAAGCCATTGATACACTTGGCTGCCATGAGAGTGTTCGGAACTAAAACCTGGAAACAATGGCTAGTTGCC 
TTGGGTATTGATATAGCTAGCTTTAGACTTTATAATCGTCATATGAAGACATTGTCGTACGAACAAAGATTGGAAAT 
AAGTCGTAGAAAACTAAGTTTAGTCCTATACTTGTTGAGAAGTCCAATGTACAATGGGTATTCTAAAAATGTTATAG 
AGAACACTCTATTGACACTTTCAAAGAAAATTCCTTTGATGTCATTTATATGTGGCCCAATAATTCAGTACCTAAGT 
CATTGGCAAGACATTTACTTTTACATGTGGACTTCA 

>cne26635.1.11:A509C | TBC1 domain family member 1 

TCGGCAATGGAAGCAATATCTTCATATCAAAAAACTCAAACAAAATTAGAAACTCAGAACAAAATCCTAGAACACCA 
CGTGACTTTACTAAGTCGATACATATTAGCCAATCACAAGCAAGAGATACAACCTGAAATCAAAAAAATAGTACAAA 
ATTATGGCAAAAAACTAACATTCAGTTCTAAAATATCATCTTTCACAAAATTCGCATCTAATGAAGAAGAGGAAGAT 
AAAAAGATATTTAAAACAGGTGTCAGTACTCCAAATCTATTTGCTAAAACTACGAGAGAAGAAGTTTTAAATGCAGC 
AAATAAAAAT GAAGACAGAAGACAG T T TAT GAT GAAAAAAT CTCAATCAATACATTCTGGATTAATAGCTAAAAT TC 
C TAAAGCACAAGAT GAACACAGACCATCACCAAGAAAGCATAGTC TAAGAATCGAAGAT TTGGATTCCTCAAAT T TA 
AAAAGCAAAAGC TAT T CAT C CC AAAC T C AAG AAC AAAT T C GT CAAGgAAGAC TAT T C GAAC AAC AAC T C AAAC AC GA 
T T T T GAT GAGAATC TCAAAAAACT TGACGAAAAACTGAACAAATC T TAT T TAGATGATT TAACAATAT TCCAGGGGA 
AAAAAAGCATGTCGTTGAATTTCAAAGCCGAAAAAGAAACGAAATCAATAGACAGTGGTTTTGTAACACCGGCAAGT 
CCTAGAGAAGATAAAAAAGAAGATGGGTCAGTGATTTCGCATCCTCTAAGTGATTGTGATGTTGATATCAAGTTTGA 
T GGACAAT TAAC TAAGT TAAAACAAATAAGGC CAT TAAAAATAAATAATAT GAAT 

>cnelO86.2.12:G82G (not A) | Tetratricopeptide repeat protein 21B 
ATATACGAGAAGGAACAAAATTACAAACTTGCTGCACATAATTTTGACAATGCTTGGGTGTACTCGTGTAAGAATGA 
TTTGiGCGTCGGATACAAACTCGCCCAATCCTATCTAAAAATCAAGAAATATCCCGAGTGTATAGTCGTCTGCCGGC 
ACATAC T CAAAGTACAC C C C GAC TAC C C GAAGCTGAAGAAAGAGATC T T TGAAAAGGCTAAGACAAAT T TAAGGACT 

>cne23980.1.3:G59G (not A) | Zinc finger protein 177 

GCCCATGTAGCAAACATGCACAAACCGAGCACTCCTGTAGTATGCAGTCATTGTAAAAfAACCTTTAAGAACCAAGA 

GAAACTAGATATTCACTGGAGAAAATTGAAACAAAATAAACCCTTTGAATGCAGTATATGTTTGAAGAAATACGCCC 

TTGAATGTGAGTTGAAGAGCCATTTGTTTTGGCATACAGATGAAAGACCACATGTATGTCAGCTCTGTGGGTCGAAG 

TACAAAGCTAAGGGGCAGTTAAAGGTTCATATGCAAAGTCATACAGGGGAAAAACCGTACAAATGTGACTTGTGCGA 
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TAAGAGTTTTTACACTGGGACGCAGGTTAGGAGGCACAGCAGTGTCCACACTGGAGTACGAGCCCATAAGTGCTTGT 

ATTGTCATAGGTCTTTTCATAATCGGAAAGTGATGTTAGCTCATTCTCTACACCACAAAAGTGAACCGAAGTCTAAA 

GCAATA 


>cne4786.7.1:C158C (not A) 

ATGCGTAAAATAATAGTATTTGCATATTTTGTTTACTACGTCCATTGTGCCAGCTATCAAAGTTATGAAAGCACACG 
ATTTCCGGCATATTCAACGATTTCAAATTTATACAACCTAAACCAATTTCCATACAAAACCAACTATGGAAGCGATA 
T C GfAAC T T T GC C AG AAGC T AC AC GAT AT C CC AAT T AT AAAC C T GG T T AT T C C AC T C T AAGC CC AGG T AT C T AT AGC 
TCCAGTGATGCAGCAGGAGGTTCTGGTATTTATAGTTATACGACTCCGAGATATGGCCAAACCTATGGCACAGGACA 
AAAAT AC AAAGGAGGAT AC AGT GGAC AAAC T T AT GGT C AAGGAT AT AGT GGAT C AAG T T AT GGC C AGGG AT T AGGGC 
AAAGTTATGGCCAAGGCTACGGTGGACAAACTTATGGGCAAGGTTATGGCGGTCAGACATACGGTACAGGATATAGC 
TCATATGAATTGCCGTTTATGAAGTACAACAAGGATTATTGTGTCAATAGGCTACCTCAGAAGGAGATATTTATAAG 
TAGTCTGACTGGTATGTGGTATGGCGTGGAGTTTATCCAACATTTGGCTGGAGATTCAAGGGTAGATTATGCGAGAA 
CATGCATCGTGATACACATTTCGGAGCCTTTTGATAGG 


>COI barcode reference sequence, many positions are used as characters 

AAC TTTATATTTTATTTTTGGAATT TGAGCAGGAT TAAT TGGAACT TCAT TAAGTTTACTTATTCGAACTGAATTAG 

G AAC T C C AGGAT C T T T AAT T GGAGAT GAT C AAAT T T AT AAT AC T AT T GT T AC AGC T C AT GC T T T T AT T AT AAT T T T T 

TTTATAGTTATACCTATTATAATTGGGGGATTTGGAAATTGACTAGTACCCCTTATATTAGGAGCCCCAGATATAGC 

TTTTCCTCGTATAAATAATATAAGATTTTGATTATTACCCCCATCTCTAACTCTTTTAATTTCAAGAAGTATTGTTG 

AAAAT GGAGC AGG T AC T GGAT GAAC T G T T T AT C C AC C T T T AT C T T C T AAT AT T GCC C AT C AAGGAGC T T C AGT AG AC 

T T AGC AAT T T T T T C AT T AC AT C T T GC AGGAAT T T C AT C T AT T T T AGGAGC T AT T AAT T T T AT T AC AAC T AT T AT T AA 

TATACGAATTAATAATTTATCTTTTGATCAAATACCATTATTTATTTGAGCCGTTGGAATTACAGCTTTATTATTAT 

T AC T T T C AT T AC C T GT T T T AGC T GGAGC T AT T AC T AT AT T AT T AAC T GAT C GAAAT T T AAAT AC T T C AT T T T T T GAT 

CCTGCAGGTGGAGGAGATCCTATCTTATATCAACATTTATTT 
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